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DEFINITION  Human coxsackievirus A8 VP1 gene for VP1 capsid protein, partial
            cds, isolate: 137-00.
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[bookmark: comment_AB268280.1][bookmark: feature_AB268280.1]FEATURES             Location/Qualifiers
     source          1..751
                     /organism="Coxsackievirus A8"
                     /mol_type="genomic RNA"
                     /isolate="137-00"
                     /isolation_source="stool from patient with AFP"
                     /db_xref="taxon:42788"
                     /geo_loc_name="China:Yunnan"
                     /collection_date="2000"
                     /note="identified with type specific antiserum"
     gene            <1..>751
                     /gene="VP1"
     CDS             <1..>751
                     /gene="VP1"
                     /codon_start=1
                     /product="VP1 capsid protein"
                     /protein_id="BAF95367.1"
                     /translation="ETGATSNASDENMIETRCVLNRNGVVETSLDHFFSRAGLVGVIN
                     VQDGGTQKGFKVWDIDVMGFVQLRRKLEMFTYMRFNAEFTFVSTLADGTTPRVMLQYM
                     YVPPGAPKPQERDSFQWQTATNPSVFCKMSDPPPQVSVPFMSPASAYQWFYDGYPTFD
                     DRPATSNHPYGQCPNNMMGTFAVRFVSKTPATRDLRVRVYMRLKHVRAWVPRPIRSQP
                     YILKNYPNYDGTKITSTSKDRQSIKTTGKFGH"
ORIGIN      
[bookmark: sequence_AB268280.1]        1 gagacgggtg ccacctctaa cgcctcagat gagaacatga ttgagacacg ctgtgtgcta
       61 aatcgtaatg gagttgtgga gactagttta gaccatttct tttcaagagc gggtctagtg
      121 ggggtgatca atgtgcaaga tggtggcaca cagaagggat tcaaggtatg ggacatagat
      181 gtgatgggat ttgtacagct caggagaaag ttagagatgt ttacatacat gaggtttaac
      241 gctgagttca cttttgtgtc cacacttgca gatggcacga ctcccagagt gatgttacag
      301 tacatgtatg ttccacccgg tgctcccaaa cctcaagaaa gggattcgtt ccaatggcaa
      361 acggcgacca acccgtcagt gttctgtaag atgagcgatc ctcccccaca agtctctgtc
      421 cctttcatgt caccagccag cgcataccag tggttttatg atgggtatcc tacttttgat
      481 gaccgacctg ccacctcaaa tcacccgtat ggtcagtgtc ccaataacat gatgggcaca
      541 tttgcggtac gatttgtcag taagacccct gctactcgag acctgcgtgt tagggtgtat
      601 atgcgtctca aacacgtgcg cgcttgggtg ccgagaccta tacgatccca gccatatatt
      661 ctaaagaact acccaaatta tgacgggaca aaaataacat caacatccaa ggataggcaa
      721 agcatcaaaa cgactggaaa gtttggccac a

