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LOCUS HQ613402 630 bp cRNA linear VRL 07-NOV-2011
DEFINITION Zaire ebolavirus isolate 034-KS, partial genome.

ACCESSION HO613402 REGION: 13900..14529

VERSION HQ613402.1
KEYWORDS
SOURCE Zaire ebolavirus

ORGANISM Zaire ebolavirus

Viruses; Riboviria; Orthornavirae; Negarnaviricota;
Haploviricotina; Monjiviricetes; Mononegavirales; Filoviridae;
Orthoebolavirus; Orthoebolavirus zairense.
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/organism="Zaire ebolavirus"

/mol type="viral cRNA"

/isolate="034-KS"

/host="Homo sapiens"

/db_xref="taxon:186538"

/lab _host="passage 1 on VERO cells"
/geo_loc_name="Democratic Republic of the Congo"

/collection date="31-Dec-2008"

gene <1..>630
/gene="L"
cps <1..>630
/gene="L"

/codon_start=1

/product="L"
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ORIGIN

/protein id="AER59706.1"

/translation="MATQHTQYPDARLSSPIVLDQCDLVTRACGLYSSYSLNPQLRNC
KLPKHIYRLKYDVTVTRFLSDVPVATLPIDFIVPILLKALSGNGFCPVEPRCQQFLDE
IIKYTMODALFLKYYLKNVGAQEDCVDDHFQEKILSSIQGNEFLHQMFFWYDLAILTR
RGRLNRGNSRSTWFVHDDLIDILGYGDYVFWKIPISMLPLNSQGIPHAAMDWYQASVE
KEAVQGHTHIVSVSTADVLIMCKDLITCRENTTLISKIAEVEDPVCSDYPNFKIVSML
YOSGDYLLSILGSDGYKIIKFLEPLCLAKIQLCSKYTERKGRFLTQMHLAVNHTLEEI
TEMRALKSSQAQKIREFHRTLIRLEMTPQQLCELFSIQKHWGHPVLHSETAIQKVKKH
ATVLKALRPIVIFETYCVFKYSIAKHYFDSQGSWYSVTSDRNLTPGLNSYIKRNQFPP
LPMIKELLWEFYHLDHPPLFSTKIISDLSIFIKDRATAVERTCWDAVFEPNVLGYNPP
HKFSTKRVPEQFLEQENFSIENVLSYAQKLEYLLPQYRNFSFSLKEKELNVGRTFGKL
PYPTRNVQTLCEALLADGLAKAFPSNMMVVTEREQKESLLHQASWHHTSDDFGEHATV
RGSSFVTDLEKYNLAFRYEFTAPFIEYCNRCYGVKNVENWMHYTIPQCYMHVSDYYNP
PHNLTLENRDNPPEGPSSYRGHMGGIEGLQQKLWTSISCAQISLVEIKTGFKLRSAVM
GDNQCITVLSVFPLETDADEQEQSAEDNAARVAASLAKVTSACGIFLKPDETFVHSGF
IYFGKKQYLNGVQLPQSLKTATRMAPLSDAIFDDLOGTLASIGTAFERSISETRHIFP
CRITAAFHTFFSVRILQYHHLGFNKGFDLGQLTLGKPLDFGTISLALAVPQVLGGLSF
LNPEKCFYRNLGDPVTSGLFQLKTYLRMIEMDDLFLPLIAKNPGNCTAIDFVLNPSGL
NVPGSQDLTSFLRQIVRRTITLSAKNKLINTLFHASADFEDEMVCKWLLSSTPVMSRF
AADIFSRTPSGKRLQILGYLEGTRTLLASKIINNNTETPVLDRLRKITLORWSLWESY
LDHCDNILAEALTQITCTVDLAQILREYSWAHILEGRPLIGATLPCMIEQFKVVWLKP
YEQCPQCSNAKQPGGKPFVSVAVKKHIVSAWPNASRISWTIGDGIPYIGSRTEDKIGQ
PAIKPKCPSAALREAIELASRLTWVTQGSSNSDLLIKPFLEARVNLSVQEILOMTPSH
YSGNIVHRYNDQYSPHSFMANRMSNSATRLIVSTNTLGEFSGGGOSARDSNIIFQNVI
NYAVALFDIKFRNTEATDIQYNRAHLHLTKCCTREVPAQYLTYTSTLDLDLTRYRENE
LIYDNNPLKGGLNCNISFDNPFFQGKRLNIIEDDLIRLPHLSGWELAKTIMQSIISDS
NNSSTDPISSGETRSFTTHFLTYPKIGLLYSFGAFVSYYLGNTILRTKKLTLDNELYY
LTTQIHNLPHRSLRILKPTFKHASVMSRLMSIDPHFSIYIGGAAGDRGLSDAARLFLR
TSISSFLTFVKEWIINRGTIVPLWIVYPLEGQNPTPVNNFLHQIVELLVHDSSRQQAL
KTTISDHVHPHDNLVYTCKSTASNFFHASLAYWRSRHRNSNRKYLARDSSTGSSTNNS
DGHIERSQEQTTRDPHGGTERNLVLOMSHEIKRTTIPQENTHQGPSFQSFLSDSACGT
ANSKLNFDRSRHNVKSQDHNSASKREDHQIISHRLVLPFFTLSQGTRKLTSSNESQTQ
DEISKYLRQLRSVIDTTVYCRFTGIVSSMHYKLDEVLWEIESFKSAVTLAEGEGAGAL
LLIQKYQVKTLFFNTLATESSIESEIVSGMTTPRMLLPVMSKFHNDQIEI ILNNSASQ
ITDITNPTWFKDQRARLPRQVEVITMDAETTENINRSKLYEAVYKLILHHIDPSVLKA
VVLKVFLSDTEGMLWLNDNLAPFFATGYLIKPITSSARSSEWYLCLTINFLSTTRKMPH
ONHLSCKQVILTALQLQIQRSPYWLSHLTQYADCDLHLSYIRLGFPSLEKVLYHRYNL
VDSKRGPLVSITQHLAHLRAEIRELTNDYNQQRQSRTQTYHFIRTAKGRITKLVNDYL
KFFLIVQALKHNGTWQAEFKKLPELISVCNREYHIRDCNCEERFLVQTLYLHRMQDSE
VKLIERLTGLLSLFPDGLYRED"

1 tttggaaaaa aacaatattt gaatggggtc caattgcctc agtcccttaa aacggctaca
61 agaatggcac cattgtctga tgcaattttt gatgatcttc aagggaccct ggctagtata

121 ggcactgctt ttgagcgatc catctctgag acacgacaca tctttccttg caggataacc
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