
Lactobacillus acidophilus strain FD-La.ac.227 16S ribosomal RNA gene, 

partial sequence; 16S-23S ribosomal RNA intergenic spacer, complete 

sequence; and 23S ribosomal RNA gene, partial sequence 

GenBank: MG752953.1 

FASTA Graphics  

 

LOCUS       MG752953                1244 bp    DNA     linear   BCT 10-JAN-2018 

DEFINITION  Lactobacillus acidophilus strain FD-La.ac.227 16S ribosomal RNA 

            gene, partial sequence; 16S-23S ribosomal RNA intergenic spacer, 

            complete sequence; and 23S ribosomal RNA gene, partial sequence. 

ACCESSION   MG752953 

VERSION     MG752953.1 

KEYWORDS    . 

SOURCE      Lactobacillus acidophilus 

  ORGANISM  Lactobacillus acidophilus 

            Bacteria; Bacillati; Bacillota; Bacilli; Lactobacillales; 

            Lactobacillaceae; Lactobacillus. 

REFERENCE   1  (bases 1 to 1244) 

  AUTHORS   Mohammady,M. 

  TITLE     Isolation and identification of Lactobacillus acidophilus from 

            traditional yogurt of Kordestan province, IRAN 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 1244) 

  AUTHORS   Mohammady,M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (04-JAN-2018) Research and Development (R&D) 

Department, 

            Fara Daru Fanavar Mehr Company, North Kargar, Tehran, Tehran 

            1439956131, IranCOMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END##FEATURES             Location/Qualifiers     

source          1..1244 

                     /organism="Lactobacillus acidophilus" 

                     /mol_type="genomic DNA" 

                     /strain="FD-La.ac.227" 

                     /isolation_source="traditional yogurt of Kordestan 

                     province" 

                     /db_xref="taxon:1579" 

                     /geo_loc_name="Iran"     

 misc_RNA        <1..>1244 

                     /note="contains 16S ribosomal RNA, 16S-23S ribosomal RNA 

                     intergenic spacer, and 23S ribosomal RNA"ORIGIN             

  1 cccgtcacac catgggagtc tgcaatgccc aaagccggcg ttctaacctt cgggaaggag 

       61 ccgtctaagg cagggcagat gactggggtg aagtcgtaac aaggtagccg taggagaacc 
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      121 tgcggctgga tcacctcctt tctaaggaag cgaaggatat ggagagtaga aatactaaga 

      181 gaagtatcca gagcaagcgg aagcacacta agaaactttg tttagttttg agggtagtat 

      241 caaaagagtt agtacattga aaactgaata taatccaagc aaaaaaccga gacaatcaaa 

      301 gagaacagat tgtagagcgc cgagaagaga attcttgggt aaggtcaagt agaaaagggc 

      361 gcacggtgaa tgcctaggca ctaacagccg atgaaggacg tgacgaacta cgaaaagctt 

      421 cggggagcgg taagtacgca gtgatccgga gatgtccgaa tgggggaacc caatgcagcg 

      481 atgcattatt ggttgatgaa tagatagtca atcaaaggaa gacgcagtga actgaaacat 

      541 ctaagtagct gcaggaagag aaagaaaaat cgatttcctt agtagcggcg agcgaagagg 

      601 aaagaccccc ggccaagtga tttatcattt ggggttgtag gactgcaaag tggtagcgta 

      661 agcgatagtt gaattatctg ggaaggtaag ccagagaggg tgagagcccc gtaagcgaaa 

      721 ttgcgagcgc gcctagcaga atcctgagta ggccgggaca cgaggaatcc cggttgaagc 

      781 cgcgaggacc atctcgcaag gctaaatact agttagtgac cgatagtgaa ccagtaccgt 

      841 gagggaaagg tgaaaagaac cccggaaggg gagtgaaaga gaacctgaaa ccgtgtgtct 

      901 acaagtagtc aaagcacatt aaagtgcgat ggcgtgcctt ttgtagaatg aaccggcgag 

      961 ttacgttatc tagcgaggtt aagtcagaaa agacggagcc ggagcgaaag cgagtctgaa 

     1021 tagggcgaag agttaggtga cgtagacccg aaaccaagtg acctacccat ggccaggctg 

     1081 aaggtgtggt aaaacgcact ggagggccga acccacgtaa gttaaaaatt gcggggatga 

     1141 gctgtgggta gcggtgaaat tccaaacgaa cttggagata gctggttctc tccgaaatag 

     1201 ctttagggct agcctcgtgg agaggataat ggaggtagag ctct 
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