Lactobacillus acidophilus strain FD-La.ac.227 16S ribosomal RNA gene,
partial sequence; 16S-23S ribosomal RNA intergenic spacer, complete
sequence; and 23S ribosomal RNA gene, partial sequence
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complete sequence; and 23S ribosomal RNA gene, partial sequence.
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/organism="Lactobacillus acidophilus"
/mol type="genomic DNA"
/strain="FD-La.ac.227"
/isolation source="traditional yogurt of Kordestan
province"
/db_xref="taxon:1579"
/geo_loc_name="Iran"
misc RNA <1l..>1244
/note="contains 16S ribosomal RNA, 16S-23S ribosomal RNA
intergenic spacer, and 23S ribosomal RNA"ORIGIN
1 cccgtcacac catgggagtc tgcaatgccc aaagccggcg ttctaacctt cgggaaggag
61 ccgtctaagg cagggcagat gactggggtg aagtcgtaac aaggtagccg taggagaacc
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