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LOCUS       KM190761                1350 bp    DNA     linear   INV 25-SEP-2015
DEFINITION  Giardia intestinalis voucher VANC/92/UBC/101 glutamate
            dehydrogenase (gdh) gene, complete cds.
ACCESSION   KM190761
VERSION     KM190761.1
KEYWORDS    .
SOURCE      Giardia intestinalis (Giardia lamblia)
  ORGANISM  Giardia intestinalis
            Eukaryota; Metamonada; Diplomonadida; Hexamitidae; Giardiinae;
            Giardia.
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[bookmark: comment_KM190761.1]COMMENT     ##Assembly-Data-START##
            Assembly Method       :: SPAdes v. 3.1
            Sequencing Technology :: Illumina
            ##Assembly-Data-END##
[bookmark: feature_KM190761.1]FEATURES             Location/Qualifiers
     source          1..1350
                     /organism="Giardia intestinalis"
                     /mol_type="genomic DNA"
                     /isolation_source="water"
                     /specimen_voucher="VANC/92/UBC/101"
                     /db_xref="taxon:5741"
                     /geo_loc_name="Canada: BMID, Mission Creek"
                     /collection_date="23-Sep-1992"
                     /note="genotype: Assemblage A"
     gene            <1..>1350
                     /gene="gdh"
     mRNA            <1..>1350
                     /gene="gdh"
                     /product="glutamate dehydrogenase"
     CDS             1..1350
                     /gene="gdh"
                     /codon_start=1
                     /product="glutamate dehydrogenase"
                     /protein_id="AKA60441.1"
                     /translation="MPAQTIEELIAVIKQRDGHMTEFRQAVEEVVDSLKVIFEREPKY
                     IPIFERMLEPERVIIFRVPWMDDAGRINVNRGFRVQYNSALGPYKGGLRFHPSVNLSI
                     LKFLGFEQILKNSLTTLPMGGGKGGSDFDPKGKSDNEVMRFCQSFMTELQRHVGADTD
                     VPAGDIGVGAREIGYLYGQYKRLRNEFTGVLTGKNVKWGGSFIRPEATGYGAVYFLEE
                     MCKDNNTVIRGKNVLLSGSGNVAQFACEKLIQLGAKVLTFSDSNGTIVDKDGFNEEKL
                     AHLMYLKNEKRGRVSEFKDKYPSVAYYEGKKPWECFEGQVDCIMPCATQNEVSGDDAT
                     RLVGLGLKFVAEGANMPSTAEAVHVYHAKGVMYGPAKASNAGGVSVSGLEMSQNSVRL
                     QWTAEEVDQKLRGIMRGIFVACRDTAKKYGHPKNYQMGANIAGFLKVADSMIEQGCV"
ORIGIN      
[bookmark: sequence_KM190761.1]        1 atgcctgccc agacgatcga ggagctcatc gcggtgatca agcagaggga tggccacatg
       61 acggagttcc gccaggccgt cgaggaggtc gtggactccc tcaaggttat cttcgagcgc
      121 gagccgaagt atatcccaat cttcgagagg atgcttgagc cggagcgcgt catcatcttc
      181 cgcgtgccct ggatggatga cgctggacgc atcaacgtca accgcggctt ccgtgtccag
      241 tacaactctg ctctcggccc ctacaagggt ggcctccgct tccacccctc tgtcaatctt
      301 tcgattctca agttcctcgg tttcgagcag atcctgaaga actccctcac cacgctcccg
      361 atgggcggcg gcaagggcgg ctccgacttt gacccaaagg gcaagtccga caacgaggtc
      421 atgcgcttct gccagtcctt catgaccgag ctccagaggc acgtcggcgc cgacactgac
      481 gttcctgccg gcgacatcgg cgtcggcgcc cgcgagatcg ggtacctgta cggacagtac
      541 aagcgcctga ggaacgagtt cacaggcgtc ctcacaggca agaacgtcaa gtggggcggg
      601 tctttcatca ggccggaggc cacgggctat ggcgctgtct acttcctgga ggagatgtgc
      661 aaggacaaca acactgtgat caggggtaag aacgtccttc tttctggctc cggcaacgtt
      721 gcccagtttg cttgcgagaa gctcattcag ctcggcgcaa aggtcctcac cttctcagac
      781 tccaacggga ccattgtcga caaggacggg ttcaacgagg agaagctggc ccacctcatg
      841 tacctcaaga acgagaagcg tgggcgtgtt tccgagttca aggacaagta tcccagcgtc
      901 gcgtactacg agggcaagaa gccttgggag tgcttcgagg gccaggtgga ttgcatcatg
      961 ccttgcgcca ctcagaacga ggtttccggg gacgatgcga cgcgcctggt cggcctcggc
     1021 ctcaagttcg tggccgaggg tgcgaacatg ccctccacgg cagaggctgt tcacgtctat
     1081 cacgccaagg gcgtgatgta cggacccgcc aaggccagca acgcgggcgg tgtctctgtc
     1141 tccggcctcg agatgtccca gaattccgtg aggctccagt ggacggctga ggaggtcgac
     1201 cagaagctcc gcggcatcat gaggggcatc ttcgtcgcct gccgcgacac tgccaagaag
     1261 tatgggcacc ccaagaacta ccagatgggc gcgaacatcg ccgggttcct gaaggtcgca
     1321 gactctatga tcgagcaggg ctgcgtgtga
//

