Avian leukosis virus HPRS103 clone 070-J-C-BB-US-04-WF4A8-D-2004 3' LTR, partial sequence; and U3 region, complete sequence
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LOCUS       EF058128                 225 bp    DNA     linear   VRL 19-NOV-2006
DEFINITION  Avian leukosis virus HPRS103 clone 070-J-C-BB-US-04-WF4A8-D-2004 3'
            LTR, partial sequence; and U3 region, complete sequence.
ACCESSION   EF058128
VERSION     EF058128.1
KEYWORDS    .
SOURCE      Avian leukosis virus ev/J (ALV-J)
  ORGANISM  Avian leukosis virus ev/J
            Viruses; Riboviria; Pararnavirae; Artverviricota; Revtraviricetes;
            Ortervirales; Retroviridae; Orthoretrovirinae; Alpharetrovirus;
            Alpharetrovirus avileu.
REFERENCE   1  (bases 1 to 225)
  AUTHORS   Zavala,G., Cheng,S. and Jackwood,M.W.
  TITLE     Molecular Epidemiology of Avian Leukosis Virus Subgroup J and
            Evolutionary History of Its 3' Untranslated Region
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 225)
  AUTHORS   Zavala,G., Cheng,S. and Jackwood,M.W.
  TITLE     Direct Submission
  JOURNAL   Submitted (11-OCT-2006) Population Health, The University of
            Georgia, 953 College Station Road, Athens, GA 30602, USA
[bookmark: feature_EF058128.1][bookmark: comment_EF058128.1]FEATURES             Location/Qualifiers
     source          1..225
                     /organism="Avian leukosis virus ev/J"
                     /proviral
                     /mol_type="genomic DNA"
                     /strain="HPRS103"
                     /db_xref="taxon:1401444"
                     /clone="070-J-C-BB-US-04-WF4A8-D-2004"
                     /note="subgroup: J"
     repeat_region   <1..>225
                     /note="3' LTR"
                     /rpt_type=long_terminal_repeat
     repeat_region   1..225
[bookmark: _GoBack]                     /note="U3"
ORIGIN      
[bookmark: sequence_EF058128.1]        1 agggaggggg aaatgtagac tcttatgtaa cgatgaaaca gcaaaatgcc ttataaggaa
       61 gaaaaggcac tgtgcacgtc gattggtaga agtaaggtgg tatgatcgtg gtatgatcgt
      121 gccttattag gaaggcaaca gacgggtctg acatggattg gacgaactcc ttaattccgc
      181 attgcagaga tattgtattt aagtgcctag cctgatacaa taaac

