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LOCUS MN165284 2265 bp DNA linear VRL 13-JAN-2020

DEFINITION Fowl aviadenovirus A isolate subcluster A long fiber gene, partial
cds.

ACCESSION MN165284

VERSION MN165284.1
KEYWORDS
SOURCE Fowl aviadenovirus A

ORGANISM Fowl aviadenovirus A

Viruses; Varidnaviria; Bamfordvirae; Preplasmiviricota;
Tectiliviricetes; Rowavirales; Adenoviridae; Aviadenovirus.
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FEATURES Location/Qualifiers
source 1..2265
/organism="Fowl aviadenovirus A"
/mol type="genomic DNA"
/isolate="subcluster A"
/isolation source="gizzard"
/host="Gallus gallus"
/db xref="taxon:190061"
/geo_loc_name="Iran"
/collection date="23-Nov-2016"
/collected by="Mirzazadeh. A"
CDS <1..>2265

/codon_start=2
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ORIGIN

/product="1ong fiber"

/protein id="QHB92356.1"
/translation="RTDVRDTVRAGTDDTVDLVYPFWWNLGTGGGGGGGGGGGGSGTS
LOPNDPLYAASGTINLRMTSPLTLSQRALALKTDSTLTLNTQGQLGVSLTPGDGLVLN
TNGLSINADPQTLAFNNSGALEVNLDPDGPWSKTATGIDLRLDPTTLEVDNWELGVKL
DPDEAIDSGPDGLCLNLDETLLLATNSTSGKTELGVHLNTSGPITADDQGIDLDVDPN
TMOQVNTGPSGGMLAVKLKSGGGLTADPDGISVTATVAPPSISATAPLTYASGTIALTT
DTQTMQVNSNQLAVKLKTGGGLTADADGISVSVAPTPTISASPPLTYTNGQIGLSIGD
QSLOVSSGOQLOVKLKSQGGIQQOSTOQGLGVAVDQTLKIVSNTLEVNTDPSGPLTSGNNG
LSLAAVTPLAVSSAGVALNYQSPLTVTSNSLGLSIAAPLQAGAQGLTVNTMEPLSASA
QOGIQLHYGQGFQVVAGTLOQLLTNPPIVVSSRGFTLLYTPAFTVSNNMLGLNVDGTDCV
ATISSAGLQIRKEAPLYVTSGSTPALALKYSSDFTITNGALALANSGGGGSSTPEVATY
HCGDNLLESYDIFASLPNTNAAKVAAYCRLAAAGGVVSGTIQVTSYAGRWPKVGNSVT
DGIKFAIVVSPPMDKDPRSNLSQWLGAAVFPAGATTALEFSPNPYGSLNTITTLPSIAS
DWYVPESNLVTYTKIHFKPTGSQQLQLASGELVVAAAKSPVQTTKYELIYLGFTLKQON

SSGTNFFDPNASSDL"
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