[bookmark: _GoBack]Human echovirus 7 genomic RNA for partial polyprotein gene, isolate VR-37, ATCC
[bookmark: OLE_LINK1]GenBank: AJ295195.1
[bookmark: EntrezSystem2.PEntrez.Nuccore.Sequence_R]FASTA Graphics 
[bookmark: locus_AJ295195.1]Go to:
LOCUS       AJ295195                1141 bp    RNA     linear   VRL 21-JUL-2016
DEFINITION  Human echovirus 7 genomic RNA for partial polyprotein gene, isolate
            VR-37, ATCC.
ACCESSION   AJ295195
VERSION     AJ295195.1
KEYWORDS    coat protein; polyprotein.
SOURCE      Echovirus E7
  ORGANISM  Echovirus E7
            Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes;
            Picornavirales; Picornaviridae; Ensavirinae; Enterovirus;
            Enterovirus betacoxsackie.
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[bookmark: comment_AJ295195.1][bookmark: feature_AJ295195.1]FEATURES             Location/Qualifiers
     source          1..1141
                     /organism="Echovirus E7"
                     /mol_type="genomic RNA"
                     /strain="Wallace"
                     /isolate="VR-37, ATCC"
                     /db_xref="taxon:46018"
                     /note="rectal swab from healthy child"
     5'UTR           <1..703
     CDS             704..>1141
                     /codon_start=1
                     /product="polyprotein"
                     /protein_id="CAC39021.1"
                     /db_xref="GOA:Q91QV1"
                     /db_xref="HSSP:1POV"
                     /db_xref="InterPro:IPR001676"
                     /db_xref="InterPro:IPR003138"
                     /db_xref="UniProtKB/TrEMBL:Q91QV1"
                     /translation="MGAQVSTQKTGAHETGLNASGNSIIHYTNINYYKDAASNSANRQ
                     DFTQDPGKFTEPVKDIMIKTMPALNSPSAEECGYSDRVRSLTLGNSTITTQESANVVV
                     GYGRWPEYLRDDEATAEDQPTQPDVATCRFYTLESVQWEKNSAG"
     mat_peptide     704..910
                     /product="coat protein VP4 (P1A)"
     mat_peptide     911..>1141
                     /product="coat protein VP2 (P1B)"
ORIGIN      
[bookmark: sequence_AJ295195.1]        1 ttgggcgtca gcaccctggt atcacggtac ctttgtgcgc ctgttttata tcccttcccc
       61 caattgtaac ttagaagaaa cacacaccga tcaacagcaa gcgtggcaca ccagccatgt
      121 tttggtcaag cacttctgtt accccggact gagtatcaat agactgctca cgcggttgaa
      181 ggagaaagcg tccgttatcc ggccagctac ttcgagaaac ctagtaacac catggaagtt
      241 gcggagtgtt tcgctcagca ctaccccagt gtagatcagg tcgatgagtc accgctttcc
      301 ccacgggcga ccgtggcggt ggctgcgttg gcggcctgcc tatgggggaa cccataggac
      361 gctctaatac agacatggtg cgaagagtct attgagctag ctggtattcc tccggcccct
      421 gaatgcggct aatcctaact gtggagcaca tgcccctaat ccaaggggta gtgtgtcgta
      481 atgagcaatt ccgcagcgga accgactact ttgggtgtcc gtgtttcccc ttattcttgt
      541 actggctgct tatggtgaca attgagagat tgttaccata tagctattgg attggccatc
      601 cggtgactaa tagagctatt gtgtatctct ttgttggatt tgtaccactt aatttgaaag
      661 aaatcaggac actacgctac attttactat tgaacaccgc aaaatgggag ctcaggtgtc
      721 cacccagaaa accggagccc atgagactgg gctgaatgcc agtggaaact ccatcatcca
      781 ctacacaaac attaattact ataaggatgc agcctcgaac tccgcaaata ggcaagactt
      841 tacacaggat cccggcaagt ttaccgaacc cgtcaaagat atcatgataa agacaatgcc
      901 agccctcaac tccccctccg ctgaggaatg tggttacagt gatagagtca gatcactcac
      961 gttaggcaat tccactatta ccacacagga gagcgcgaac gttgtggttg gctacggcag
     1021 gtggccagag tacctgagag acgatgaggc cactgcggag gaccagccga cccaacccga
     1081 tgtagccaca tgtaggttct acacattgga atctgtacaa tgggagaaga actcagcagg
     1141 g

