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FEATURES             Location/Qualifiers 

     source          1..779 

                     /organism="Enterovirus A71" 

                     /mol_type="genomic RNA" 

                     /isolate="111-04" 

                     /isolation_source="stool from patient with AFP" 

                     /db_xref="taxon:39054" 

                     /geo_loc_name="China:Yunnan" 

                     /collection_date="2004" 

                     /note="identified with type specific antiserum" 

     gene            <1..>779 

                     /gene="VP1" 

     CDS             <1..>779 

                     /gene="VP1" 

                     /codon_start=2 

                     /product="VP1 capsid protein" 

                     /protein_id="BAF95368.1" 

                     /translation="QAAETGASSNASDESMIETRCVLNSHSTAETTLDSFFSRAGLVG 

                     EIDLPLEGTTNPNGYANWDIDITGYAQLRRKVELFTYMRFDAEFTFVACTPTGEVVPQ 

                     LLQYMFVPPGAPKPDSRESLAWQTATNPSVFVKLSDPPAQVSVPFMSPASAYQWFYDG 
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                     YPTFGEHKQEKDLEYGACPNNMMGTFSVRTVGTSKSKYPLVVRIYMRMKHVRAWIPRP 

                     MRNQNYLFKANPNYAGNSIEPTGASRTAITTLGKFGHQSGA" 

ORIGIN       

        1 tcaggcggcg gagacgggag catcatcaaa tgctagtgat gagagcatga ttgagacacg 

       61 ctgtgttctt aattcgcaca gcacagctga aaccactctc gatagtttct tcagcagggc 

      121 gggattagtt ggagagatag acctccctct tgaaggtaca actaacccaa atggttatgc 

      181 taactgggac atagacataa caggttatgc gcagctgcgt agaaaggtag agctatttac 

      241 ctacatgcgc tttgacgcag agttcacttt tgtagcgtgc acacccactg gggaagttgt 

      301 cccacaattg ctccaatata tgtttgtacc acctggggcc cccaagccag attccaggga 

      361 atccctcgca tggcaaactg ccactaaccc ctcagttttt gttaagctgt cagaccctcc 

      421 agcacaggtt tcagtaccat tcatgtcacc tgcgagtgct tatcaatggt tttatgatgg 

      481 atatcccaca ttcggtgaac acaaacagga gaaggatctt gaatatgggg catgtcctaa 

      541 taacatgatg ggcacattct cagtgcggac tgtagggacc tccaagtcca agtacccttt 

      601 agtggttagg atttacatga ggatgaagca cgtcagggcg tggatacctc gcccaatgcg 

      661 caaccaaaac tacctattca aagccaaccc aaattacgct ggcaactcca ttgagccaac 

      721 tggtgccagt cgcacggcaa tcactactct cgggaaattc ggccaccaat ccggggcaa 
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