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[bookmark: comment_AF188554.1][bookmark: feature_AF188554.1]FEATURES             Location/Qualifiers
     source          1..743
                     /organism="bovine respiratory syncytial virus"
                     /mol_type="genomic DNA"
                     /isolate="394"
                     /db_xref="taxon:3136119"
     gene            <1..>743
                     /gene="F"
     CDS             <1..>743
                     /gene="F"
                     /codon_start=1
                     /product="fusion protein"
                     /protein_id="AAG23023.1"
                     /translation="IKNALLSTNKAVVSLSNGVSVLTSKVLDLKNYIDKELLPKVNNH
                     DCRISNIETVIEFQQKNNRLLEIAREFSVNAGITTPLSTYMLTNSELLSLINDMPITN
                     DQKKLMSSNVQIVRQQSYSIMSVVKEEVIAYVVQLPIYGVIDTPCWKLHTSPLCTTDN
                     KEGSNICLTRTDRGWYCDNAGSVSFFPQAETCKVQSNRVFCDTMNSLTLPTDVNLCNT
                     DIFNTKYDCKIMTSKTDISSSVITSIGAIV"
ORIGIN      
[bookmark: sequence_AF188554.1]        1 attaaaaatg cactgctatc cacaaataaa gcagtagtta gtctatccaa tggagttagt
       61 gtccttacta gcaaagtact cgatctaaag aactatatag acaaggagct tctacctaaa
      121 gttaacaatc atgattgtag gatatccaac atagaaactg tgatagaatt ccaacaaaaa
      181 aacaatagat tgttagaaat tgctagggaa tttagtgtaa atgctggtat taccacaccc
      241 cttagtacat acatgttgac caatagtgaa ttactatcac taattaatga tatgcctata
      301 acaaatgacc aaaaaaagct aatgtcaagt aatgttcaaa tagtcaggca acagagttat
      361 tccattatgt cagtggtcaa agaagaggtc atagcctatg ttgtacaatt gcctatttat
      421 ggagttatag acaccccctg ttggaaacta cacacctctc cattatgcac cactgataat
      481 aaagaagggt caaacatctg cttaactagg acagatcgtg ggtggtattg tgacaatgca
      541 ggctctgtat cttttttccc acaggcagag acgtgtaagg tacaatctaa tagagtgttc
      601 tgtgacacaa tgaacagttt aactttgcct actgatgtta acttatgcaa cactgacata
      661 tttaatacaa agtatgactg taaaataatg acatctaaaa ctgacattag tagctctgtg
      721 ataacttcaa ttggagctat tgt

