PREDICTED: Zea mays 18S ribosomal RNA (LOC118472868), rRNA
[bookmark: OLE_LINK1]NCBI Reference Sequence: XR_004851147.1
[bookmark: EntrezSystem2.PEntrez.Nuccore.Sequence_R]FASTA Graphics 
[bookmark: locus_XR_004851147.1]Go to:
LOCUS       XR_004851147            1811 bp    rRNA    linear   PLN 20-FEB-2025
DEFINITION  PREDICTED: Zea mays 18S ribosomal RNA (LOC118472868), rRNA.
ACCESSION   XR_004851147
VERSION     XR_004851147.1
DBLINK      BioProject: PRJNA655717
KEYWORDS    RefSeq.
SOURCE      Zea mays
  ORGANISM  Zea mays
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; PACMAD
            clade; Panicoideae; Andropogonodae; Andropogoneae; Tripsacinae;
            Zea.
[bookmark: comment_XR_004851147.1]COMMENT     MODEL REFSEQ:  This record is predicted by automated computational
            analysis. This record is derived from a genomic sequence
            (NC_050101.1) annotated using gene prediction method: cmsearch.
            Also see:
                Documentation of NCBI's Annotation Process
            
            ##Genome-Annotation-Data-START##
            Annotation Provider         :: NCBI RefSeq
            Annotation Status           :: Updated annotation
            Annotation Name             :: GCF_902167145.1-RS_2025_02
            Annotation Pipeline         :: NCBI eukaryotic genome annotation
                                           pipeline
            Annotation Software Version :: 10.3
            Annotation Method           :: Best-placed RefSeq; Gnomon;
                                           cmsearch; tRNAscan-SE
            Features Annotated          :: Gene; mRNA; CDS; ncRNA
            Annotation Date             :: 02/14/2025
            ##Genome-Annotation-Data-END##
[bookmark: feature_XR_004851147.1]FEATURES             Location/Qualifiers
     source          1..1811
                     /organism="Zea mays"
                     /mol_type="rRNA"
                     /cultivar="B73"
                     /db_xref="taxon:4577"
                     /chromosome="6"
     gene            1..1811
                     /gene="LOC118472868"
                     /note="18S ribosomal RNA; Derived by automated
                     computational analysis using gene prediction method:
                     cmsearch."
                     /db_xref="GeneID:118472868"
     rRNA            1..1811
                     /gene="LOC118472868"
                     /product="18S ribosomal RNA"
                     /inference="COORDINATES: nucleotide
                     motif:Rfam:12.0:RF01960"
                     /inference="COORDINATES: profile:INFERNAL:1.1.1"
                     /db_xref="GeneID:118472868"
                     /db_xref="RFAM:RF01960"
ORIGIN      
[bookmark: sequence_XR_004851147.1]        1 tacctggttg atcctgccag tagtcatatg cttgtctcaa agattaagcc atgcatgtgc
       61 aagtatgaac taattcgaac tgtgaaactg cgaatggctc attaaatcag ttatagtttg
      121 tttgatggta cgtgctactc ggataaccgt agtaattcta gagctaatac gtgcaacaaa
      181 ccccgacttc cgggaggggc gcatttatta gataaaaggc tgacgcgggc tctgcccgcc
      241 gatccgatga ttcatgataa cttgacggat cgcacggcct tcgtgccggc gacgcatcat
      301 tcaaatttct gccctatcaa ctttcgatgg taggataggg gcctaccatg gtggtgacgg
      361 gtgacggaga attagggttc gattccggag agggagcctg agaaacggct accacatcca
      421 aggaaggcag caggcgcgca aattacccaa tcctgacacg gggaggtagt gacaataaat
      481 aacaataccg ggcgcgttag tgtctggtaa ttggaatgag tacaatctaa atcccttaac
      541 gaggatccat tggagggcaa gtctggtgcc agcagccgcg gtaattccag ctccaatagc
[bookmark: _GoBack]      601 gtatatttaa gttgttgcag ttaaaaagct cgtagttgga ccttggggcg ggccggccgg
      661 tccgcctcac tgcgagaacc gaccggctcg acccttctgc cggcgatgcg ctcctggcct
      721 taactggcag ggtcgtgcct ccggcgccgt tactttgaag aaattagagt gctcaaagca
      781 agccatcgct ctagatacat tagcatggga taacatcata ggattctggt cctattgtgt
      841 tggccttcgg gatcggagta atgattaata gggacagtcg ggggcatttg tatttcatag
      901 tcagaggtga aattcttgga tttatgaaag acgaacaact gcgaaagcat ttgccaagga
      961 tgttttcatt aatcaagaac gaaagttggg ggctcgaaga cgatcagata ccgtcctagt
     1021 ctcaaccata aacgatgccg accagggatc agcgggtgtt actaatagga ccccgctggc
     1081 accttatgag aaatcaaagt ctttgggttc cggggggagt atggtcgcaa ggctgaaact
     1141 taaaggaatt gacggaaggg caccaccagg cgtggagcct gcggcttaat ttgactcaac
     1201 acggggaaac ttaccaggtc cagacatagc aaggactgac agactgagag ctctttcttg
     1261 attctatagg tggtggtgca tggccgttct tagttggtgg agcgatttgt ctggttaatt
     1321 ccgttaacga acgagacctc agcctgctaa ctagctatgc ggagccatcc ctccgtagtt
     1381 agcttcttag agggactatg gccgtttagg ccacggaagt ttgaggcaat aacacgtctg
     1441 tgatgccctt agatgttctg ggccgcacgc gcgctacact gatgtatcca acgagtatat
     1501 agccttggcc gacaggcccg ggtaatcttg ggaaatttca tcgtgatggg gatagatcat
     1561 tgcaattgtt ggtcttcaac gaggaatgcc tagtaagcgc gagtcatcag ctcgcgttga
     1621 ctacgtccct gccctttgta cacaccgccc gtcgctccta ccgattgaat ggtctggtga
     1681 agtgttcgga tcacggcgac gggggcggtt cgccgccccc gatgtcgcga gaagtccatt
     1741 gaaccttatc atttagagga aggagaagtc gtaacaaggt ttccgtaggt gaacctgcgg
     1801 aaggatcatt g

