PREDICTED: Zea mays 18S ribosomal RNA (LOC118472868), rRNA
NCBI Reference Sequence: XR 004851147.1
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Go to:

LOCUS XR 004851147 1811 bp rRNA linear PLN 20-FEB-2025

DEFINITION PREDICTED: Zea mays 18S ribosomal RNA (LOC118472868), rRNA.

ACCESSION XR 004851147

VERSION XR 004851147.1

DBLINK BioProject: PRJINAGL5717

KEYWORDS RefSeq.

SOURCE Zea mays

ORGANISM Zea mays

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; PACMAD
clade; Panicoideae; Andropogonodae; Andropogoneae; Tripsacinae;
zZea.

COMMENT MODEL REFSEQ: This record is predicted by automated computational
analysis. This record is derived from a genomic sequence
(NC 050101.1) annotated using gene prediction method: cmsearch.
Also see:

Documentation of NCBI's Annotation Process

##Genome-Annotation-Data-START##

Annotation Provider :: NCBI RefSeq

Annotation Status :: Updated annotation

Annotation Name 11 GCEF 902167145.1-RS 2025 02

Annotation Pipeline :: NCBI eukaryotic genome annotation
pipeline

Annotation Software Version :: 10.3

Annotation Method :: Best-placed RefSeqg; Gnomon;

cmsearch; tRNAscan-SE
Features Annotated :: Gene; mRNA; CDS; ncRNA
Annotation Date :: 02/14/2025
##Genome-Annotation-Data-END##
FEATURES Location/Qualifiers
source 1..1811
/organism="Zea mays"
/mol type="rRNA"
/cultivar="B73"
/db_xref="taxon:4577"
/chromosome="6"
gene 1..1811
/gene="10C118472868"
/note="18S ribosomal RNA; Derived by automated


https://www.ncbi.nlm.nih.gov/nuccore/XR_004851147.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/XR_004851147.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/XR_004851147.1?report=genbank&log$=nucltop&blast_rank=1&RID=6R24PX5A014
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA655717
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=4577
https://www.ncbi.nlm.nih.gov/RefSeq/
https://www.ncbi.nlm.nih.gov/nuccore/1886303727?report=graph&v=22383477:22386287
https://www.ncbi.nlm.nih.gov/genome/annotation_euk/process/
https://www.ncbi.nlm.nih.gov/genome/annotation_euk/Zea_mays/GCF_902167145.1-RS_2025_02
https://www.ncbi.nlm.nih.gov/genome/annotation_euk/release_notes/
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=4577
https://www.ncbi.nlm.nih.gov/nuccore/XR_004851147.1?from=1&to=1811

rRNA

ORIGIN

computational analysis using gene prediction method:

cmsearch."

/db_xref="GeneID:118472868"

1

..1811

/gene="10C118472868"

/product="18S ribosomal RNA"

/inference="COORDINATES:
motif:Rfam:12.0:RF01960"
/inference="COORDINATES:

nucleotide

profile:INFERNAL:1.1.

/db _xref="GeneID:118472868"

/db_xref="RFAM:RF01960"
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https://www.ncbi.nlm.nih.gov/gene/118472868
https://www.ncbi.nlm.nih.gov/nuccore/XR_004851147.1?from=1&to=1811
https://www.ncbi.nlm.nih.gov/gene/118472868
http://rfam.xfam.org/family/RF01960

