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                     /codon_start=1
                     /product="VP2"
                     /protein_id="AAU05319.1"
                     /translation="MTNLQDQTQQIVPFIRSLLMPTTGPASIPDDTLEKHTLRSETST
                     YNLTVGDTGSGLIVFFPGFPGSIVGAHYTLQSNGNYKFDQMLLTAQNLPASYNYCRLV
                     SRSLTVRSSTLPGGVYALNGTINAVTFQGSLSELTDVSYNGLMSATANINDKIGNVLV
                     GEGVTVLSLPTSYDLGYVRLGDPIPAIGLDPKMVATCDSSDRPRVYTITAADDYQFSS
                     QYQAGGVTITLFSANIDAITSLSIGGELVFQTSVQGLILGATIYLIGFDGTAVITRAV
                     AADNGLTAGTDNLMPFNIVVPTSEITQPITSIKLEIVTSKSGGQAGDQMSWSASGSLA
                     VTIHGGNYPGALRPVTLVAYERVAKGSVVTVAGVSNFELIPNPELAKNLVTEYGRFDP
                     GAMNYTKLILSERDRLGIKTVWPTREYTDFREYFMEVADLNSPLKIAGAFGFKDIIRA
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 1 atgacaaacc tgcaagatca aacccaacag attgttccgt tcatacggag ccttctgatg
       61 ccaacaaccg gaccggcgtc cattccggac gacaccctag agaagcacac tctcaggtca
      121 gagacctcga cctacaattt gactgtgggg gacacagggt cagggctaat tgtctttttc
      181 cctggcttcc cgggctcaat tgtgggtgct cactacacac tgcagagcaa tgggaactac
      241 aagttcgatc agatgctcct gactgcccag aacctaccgg ccagctacaa ctactgcagg
      301 ctggtgagtc ggagtctcac agtgaggtca agcacactcc ctggtggcgt ttatgctcta
      361 aacggtacca taaacgccgt gaccttccaa ggaagcctga gtgaactgac agatgttagc
      421 tacaatgggt tgatgtctgc aacagccaac atcaacgaca aaatcgggaa cgtcctagta
      481 ggggaagggg taacagtcct cagcttaccc acatcatatg atcttgggta tgtgagactc
[bookmark: _GoBack]      541 ggtgacccca ttcctgctat agggctcgac ccaaaaatgg tagcaacatg tgacagcagt
      601 gacaggccca gagtctacac cataactgca gccgatgatt accaattctc atcacagtac
      661 caagcaggtg gggtaacaat cacactgttc tcagctaata tcgatgccat cacaagcctc
      721 agcatcgggg gagaactcgt gtttcaaaca agcgtccaag gccttatact gggtgctacc
      781 atctacctta taggctttga tgggaccgcg gtaatcacca gagctgtggc cgcagacaat
      841 gggctaacgg ccggcactga caaccttatg ccattcaata ttgtggttcc aaccagcgag
      901 ataacccagc caatcacatc catcaaactg gagatagtga cctccaaaag tggtggtcag
      961 gcgggggatc agatgtcatg gtcagcaagt gggagcctag cagtgacgat ccacggtggc
     1021 aactatccag gggccctccg tccagtcaca ctagtagcct acgaaagagt ggcaaaagga
     1081 tctgtcgtta cggtcgccgg ggtgagcaac ttcgagctga tcccaaatcc tgaactagca
     1141 aagaacctgg tcacagaata cggccgattt gacccaggag ccatgaacta cacaaaattg
     1201 atactgagtg agagggaccg tcttggcatc aagaccgtat ggccaacaag ggagtacact
     1261 gactttcgcg agtacttcat ggaggtggcc gacctcaact ctcccctgaa gattgcagga
     1321 gcatttggct tcaaagacat aatccgggcc ataagg
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