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[bookmark: sequence_KP645198.1]        1 tagtagtaga ctccctaaag aggcctaaag agctcctaca ctaacaagaa aaatggcaac
       61 tatggaagaa atccagagag aaatcagtgc tcacgagggg cagcttgtga tagcacgcca
      121 gaaggtcaag gatgcagaaa agcagtatga gaaggatcct gatgacttaa acaagagggc
      181 actgcatgat cgggagagtg tcgcagcttc aatacaatca aaaattgatg aattgaagcg
      241 tcaacttgcc gacaggattg cagcagggaa gaacatcggg caagaccggg atcctacagg
      301 ggtagagccg ggtgatcatc tcaaggaaag atcagcacta agctatggga atacactgga
      361 cctgaatagt cttgacattg atgaacctac aggacagaca gctgattggt tgaccataat
      421 cgtctatctg acatcatttg tggtcccgat catcttaaag gcactgtaca tgttaacaac
      481 aagaggtagg cagacttcaa aggacaacaa ggggatgagg atcagattca aggatgacag
      541 ctcatatgag gatgtcaatg gaatcagaaa gcccaaacat ctgtatgtgt caatgccaaa
      601 tgcccaatcc agcatgaaag ctgaagagat aacacctgga agattccgaa cggcagtatg
      661 tgggctatat cctgcacaga taaaggcaag gaacatggta agccctgtca tgagtgtagt
      721 tgggtttttg gcactggcaa aagactggac atctagaatt gaagaatggc ttggcgcacc
      781 ctgcaagttc atggcggagt ctcccattgc cgggagccta tctggaagtc ctgtgaatcg
      841 tgactatatc agacagagac aaggtgcact tgcaggaatg gagccaaagg aatttcaagc
      901 cctcaggcaa catgcaaagg atgctggatg tacactggtt gaacatattg agtcaccatc
      961 atcaatatgg gtgtttgctg gggcccctga taggtgtcca ccaacatgct tgtttgtcgg
     1021 agggatggct gagttaggtg ccttcttttc tatccttcag gatatgagga acacaatcat
     1081 ggcttcaaaa actgtgggca cggctgatga aaagctccga aagaaatcat cattctatca
     1141 atcatacctc agacgcacac aatcaatggg aatacaactg gaccagagga taattgttat
     1201 gtttatggtt gcctggggaa aggaggcagt ggacaacttt catctcggtg atgacatgga
     1261 tccagagctt cgtagcctgg ctcagatcct gattgaccag aaagtgaagg aaatctcaaa
     1321 ccaggaacct atgaaattat aagtacataa ttatgtaatc aatactaact ataggttaag
     1381 aaatactaat cattagttaa taagaataca gatttattga ataatcatat taaataatta
     1441 ggtaagttaa ctattattta gttaagttag ctaattgatt tatatgatta tcacaattga
     1501 atgtaatcat aagcacaatc actgccatgt ataatcacgg gtatacgggt ggttttcata
     1561 tggggaacag ggtgggctta gggccaggtc accttaagtg accttttttt gtatatatgg
     1621 atgtaaattt caattgatcg aatactaatt ccactgtcct cttttctttt cctttctcct
     1681 tctttactaa caacaacaaa ctacctcaca accttctacc tcaatatcta ctacctcatt
     1741 aagttgtttc cttttgtctt tttagggac
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