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     source          1..11178
                     /organism="Chikungunya virus"
                     /mol_type="genomic RNA"
                     /isolate="CHIKV/Brazil/GO-LACENGO-520391815/2023"
                     /isolation_source="serum"
                     /host="Homo sapiens"
                     /db_xref="taxon:37124"
                     /geo_loc_name="Brazil:Goias"
                     /collection_date="23-Feb-2023"
                     /note="genotype: East-Central-South-African"
     CDS             <1..7378
                     /note="contains nsp1, nsp2, nsp3, and nsp4 proteins"
                     /codon_start=2
                     /transl_except=(pos:5522..5524,aa:OTHER)
                     /product="nonstructural polyprotein"
                     /protein_id="WMM91961.1"
                     /translation="ALQRAYPMFEVEPRQVTPNDHANARAFSHLAIKLIEQEIDPDST
                     ILDIGSAPARRMMSDRKYHCVCPMRSAEDPERLANYARKLASAAGKVLDRNISGKIGD
                     LQAVMAVPNTETPTFCLHTDVSCRQRADVAVYQDVYAVHAPTSLYHQAIKGVRVAYWV
                     GFDTTPFMYNAMAGAYPSYSTNWADEQVLKAKNIGLCSTDLTEGRRGKLSIMRGKKLK
                     PCDRVLFSVGSTLYPESRKLLKSWHLPSVFHLKGKLSFTCRCDTVVSCEGYVVKRITM
                     SPGLYGKTTGYAVTHHADGFLMCKTTDTVDGERVSFSVCTYVPATICDQMTGILATEV
                     TPEDAQKLLVGLNQRIVVNGRTQRNTNTMKNYLLPVVAQAFSKWAKECRKDMEDEKLL
                     GVRERTLTCCCLWAFKKQKTHTVYKRPDTQSIQKVQAEFDSFVVPSLWSSGLSIPLRT
                     RIKWLLSKVPKTDLIPYSGDAQEARDAEKEAEEEREAELTREALPPLQAAQEDVQVEI
                     DVEQLEDRAGAGIIETPRGAIKVTAQPTDHVVGEYLVLSPQTVLRSQKLSLIHALAEQ
                     VKTCTHSGRAGRYAVEAYDGRVLVPSGYAISPEDFQSLSESATMVYNEREFVNRKLHH
                     IAMHGPALNTDEESYELVRAERTEHEYVYDVDQRRCCKKEEAAGLVLVGDLTNPPYHE
                     FAYEGLKIRPACPYKIAVIGVFGVPGSGKSAIIKNLVTRQDLVTSGKKENCQEITTDV
                     MRQRGLEISARTVDSLLLNGCNRPVDVLYVDEAFACHSGTLLALIALVRPRQKVVLCG
                     DPKQCGFFNMMQMKVNYNHNICTQVYHKSISRRCTLPVTAIVSSLHYEGKMRTTNEYN
                     KPIVVDTTGSTKPDAGDLVLTCFRGWVKQLQIDYRGYEVMTAAASQGLTRKGVYAVRQ
                     KVNENPLYASTSEHVNVLLTRTEGKLVWKTLSGDPWIKTLQNPPKGNFKATIKEWEVE
                     HASIMAGICSHQLTFDTFQNKANVCWAKSLVPILETAGIKLNDRQWSQIIQAFKEDKA
                     YSPEVALNEICTRMYGVDLDSGLFSKPLVSVYYSDNHWDNRPGGKMFGFNPEAASILE
                     RKYPFTKGKWNINKQICVTTRRIEDFNPTTNIIPANRRLPHSLVAEHRPVKGERMEWL
                     VNKINGHHVLLVSGYNLVLPTKRVTWVAPLGVRGADYTYNLELGLPATLGRYDLVVIN
                     IHTPFRIHHYQQCVDHAMKLQMLGGDSLRLLKPGGSLLIRAYGYADRTSERVICVLGR
                     KFRSSRALKPPCVTSNTEMFFLFSNFDNGRRNFTPHVMNNQLNAAFVGQATRAGCAPS
                     YRVKRMDIAKNDEECVVNAANPRGLPGDGVCKAVYKKWPESFKNSATPVGTAKTVMCG
                     TYPVIHAVGPNFSNYLESEGDRELAAAYREVAKEVTRLGVNSVAIPLLSTGVYSGGKD
                     RLTQSLNHLFTAMDSTDVDVVIYCRDKEWEKKISEAIQMRTQVELLDEHISIDCDIVR
                     VHPDSSLAGRKGYSTTEGALYSYLEGTRFHQTAVDMAEIYTMWPKQTEANEQVCLYAL
                     GESIESIRQKCPVDDADASSPPKTVPCLCRYAMTPERVTRLRMNHVTSIIVCSSFPLP
                     KYKIEGVQKVKCSKVMLFDHNVPSRVSPREYRSSPEAAQEASTTTSLTHSQFDLSVDG
                     EILPVPSDLDADAPALEPALDDRATHTLPSTTGNLAAVSDWVMSTVPVAPPRRRRGRN
                     LTVTCDEREGNITPMASVRFFRAEPRPVVQETAETRDTAMSLQAPPSTATELNHPPIS
                     FGAPSETFPITFGDFNEGEIESLSSELLTFGDFLPGEVDDLTDSDWSTCSDTDDELXL
                     DRAGGYIFSSDTGPGHLQQKSVRQSVLPVNTLEEVHEEKCYPPKLDEVKEQLLLKKLQ
                     ESASMANRSRYQSRKVENMKATIIQRLKRGCRLYLMSETSKVPTYRTTYPAPVYSPPV
                     NVRLSNPESAVAACNEFLARNYPTVSSYQITDEYDAYLDMVDGSESCLDRATFNPSKL
                     RSYPKQHAYHAPSIRSAVPSPFQNTLQNVLAAATKRNCNVTQMRELPTLDSAVFNVEC
                     FKKFACNQEYWEEFAASPIRITTENLTTYVTKLKGPKAAALFAKTHNLLPLQEVPMDR
                     FTVDMKRDVKVTPGTKHTEERPKVQVIQAAEPLATAYLCGIHRELVRRLNAVLLPNVH
                     TLFDMSAEDFDAIIAAHFKPGDTVLETDIASFDKSQDDSLALTALMLLEDLGVDHSLL
                     DLIEAAFGEISSCHLPTGTRFKFGAMMKSGMFLTLFVNTLLNITIASRVLEDRLTKSA
                     CAAFIGDDNIIHGVVSDELMADRCATWMNMEVKIIDAVVSLKAPYFCGGFILHDTVTG
                     TACRVADPLKRLFKLGKPLAAGDEQDEDRRRALADEVIRWQRTGLIDELEKAVYSRYE
                     VQGISVVVMSMATFASSRSNFEKLRGPVITLYGGPK"
     CDS             7444..>11178
                     /note="contains C, E3, E2, 6K, and E1 proteins"
                     /codon_start=1
                     /product="structural polyprotein"
                     /protein_id="WMM91962.1"
                     /translation="MEYIPTQTFYNRRYQPRPWTPRPTIQVIRPRPRPQRQAGQLAQL
                     ISAVNKLTMRAVPQQKPRRNRKNKKQKQKRQAPQNNTNQKKQPPKKKPAQKKKKPGRR
                     ERMCMKIENDCIFEVKYEGKVTGYACLVGDKVMKPAHVKGTIDNADLAKLAFKRSSKY
                     DLECAQIPVHMKSDASKFTHEKPEGYYNWHHGAVQYSGGRFTIPTGAGKPGDSGRPIF
                     DNKGRVVAIVLGGANEGARTALSVVTWNKDIVTKITPEGAEEWSLAIPVMCLLANTTF
                     PCSQPPCTPCCYEREPEETLRMLEDNVMRPGYYQLLQASLTCSPHRQRRSTKDNFNVY
                     KATRPYLAHCPDCGEGHSCHSPVALERIRNEATDGTLKIQVSLQIGIKTDDSHDWTKL
                     RYMDNHTPADAERAGLFVRTSAPCTITGTMGHFILTRCPKGETLTVGFTDSRKISHSC
                     THPFHHDPPVIGREKFHSRPQHGKELPCSTYVQSTAATTEEIEVHMPPDTPDRTLMSQ
                     QSGNVKITVNGQTVRYKCNCGGSNEGLITTDKVINNCKVDQCHAAVTNHKKWQYNSPL
                     VPRNAELGDRKGKIHIPFPLANVTCRVPKARNPTVTYGKNQVIMLLYPDHPTLLSYRN
                     MGEEPNYQEEWVTHKKEVVLTVPTEGLEVTWGNNEPYKYWPQLSTNGTAHGHPHEIIL
                     YYYELYPTMTVVVVSVASFVLLSMVGVAVGMCMCARRRCITPYELTPGATVPFLLSLI
                     CCIRTAKAATYQEAAVYLWNEQQPLFWLQALIPLAALIVLCNCLRLLPCCCKTLAFLA
                     VMSVGAHTVSAYEHVTVIPNTVGVPYKTLVNRPGYSPMVLEMELLSVTLEPTLSLDYI
                     TCEYKTVIPSPYVKCCGTAECKDKNLPDYSCKVFTGVYPFMWGGAYCFCDAENTQLSE
                     AHVEKSESCKTEFASAYRAHTASASAKLRVLYQGNNITVTAYANGDHAVTVKDAKFIV
                     GPMSSAWTPFDNKIVVYKGDVYNMDYPPFGAGRPGQFGDIQSRTPESTDVYANTQLVL
                     QRPAAGTVHVPYSQAPSGFKYWLKERGASLQHTAPFGCQIATNPVRAMNCAVGNMPIS
                     IDIPDAAFIRVVDAPSLTDMSCEVPTCTHSSDFGGVAIIKYAASKKGKCAVHSMTNAV
                     TIREAEIEVEGNSQLQISFSTALASAEFRVQVCSTQVHCVAECHPPKDHIVNYPASHT
                     TLGVQDISATALSWVQKITGGVGLVVAVAALILIVVLCVSF"
ORIGIN      
[bookmark: sequence_OR167324.1]        1 ggccctgcaa cgtgcgtacc ccatgtttga ggtggaaccc aggcaggtca caccgaatga
       61 ccatgctaat gctagagcgt tctcgcatct agctataaaa ctaatagagc aggaaattga
      121 tcccgactca accatcctgg acatcggcag tgcaccagca aggaggatga tgtcggacag
      181 gaagtaccac tgcgtctgcc cgatgcgcag cgcagaagat cccgagagac tcgccaatta
      241 tgcgagaaag ctagcatctg ctgcaggaaa agtcctggac agaaacatct ctggaaagat
      301 cggggactta caagcagtaa tggccgtgcc aaacacggag acgccaacat tctgcttgca
      361 cacagatgtc tcatgtagac agagagcaga cgtcgcggta taccaagacg tctatgctgt
      421 acacgcaccc acgtcgctat accaccaggc gattaaaggg gtccgagtgg cgtactgggt
      481 agggttcgac acaaccccgt tcatgtacaa tgccatggcg ggtgcctacc cctcatattc
      541 gacaaactgg gcagacgagc aggtactgaa ggctaagaac ataggattat gttcaacaga
      601 cctgacggaa ggtagacgag gtaaattgtc tattatgaga gggaagaagc taaaaccgtg
      661 tgaccgtgtg ctgttctcag tagggtcaac gctctacccg gaaagccgca agctacttaa
      721 gagctggcac ttaccatcgg tgttccatct aaagggcaaa ctcagcttca catgccgctg
      781 tgacacagtg gtttcgtgcg agggctacgt cgttaagaga ataacgatga gcccaggcct
      841 ttatggaaaa accacagggt atgcggtaac ccaccacgca gacggattct tgatgtgcaa
      901 gactaccgac acggttgacg gcgaaagagt gtcattctcg gtgtgcacat acgtgccggc
      961 gaccatttgt gatcaaatga ccggcatcct tgctacagaa gtcacgccgg aggatgcaca
     1021 gaagctgttg gtggggctga accagagaat agtggttaac ggcagaacgc aacggaatac
     1081 gaacaccatg aaaaactatc tgcttcccgt ggtcgcccaa gccttcagta agtgggcaaa
     1141 ggagtgccgg aaagacatgg aagatgaaaa actcctgggg gtcagagaaa gaacactgac
     1201 ctgctgctgt ctatgggcat tcaagaagca gaaaacacac acggtctaca agaggcctga
     1261 tacccagtca attcagaagg ttcaggccga gtttgacagc tttgtggtac cgagcctgtg
     1321 gtcgtccggg ttgtcaatcc ccttgaggac tagaatcaaa tggttgttaa gcaaggtgcc
     1381 aaaaaccgac ctgatcccat atagcgggga cgcccaagaa gcccgggacg cagaaaaaga
     1441 agcagaggaa gaacgagaag cagaactgac tcgtgaagcc ctaccacctc tacaggcagc
     1501 acaggaagat gttcaggtcg aaatcgacgt ggaacagctt gaggacagag caggtgcagg
     1561 aataatagag actcctagag gagctatcaa agttactgcc caaccaacag accacgtcgt
     1621 gggagagtac ctggtacttt ccccgcagac cgtactacgg agccagaagc tcagcctaat
     1681 tcacgctttg gcggagcaag tgaagacgtg cacgcacagc ggacgagcag ggaggtacgc
     1741 ggtcgaagcg tacgacggcc gagtcctagt gccctcaggc tatgcaatct cgcctgaaga
     1801 cttccagagt ctaagcgaaa gcgcaacgat ggtgtataac gaaagagagt tcgtaaacag
     1861 aaagctacac cacattgcga tgcacggacc agccctgaac accgacgaag agtcgtatga
     1921 gctggtgagg gcagagagga cagaacacga gtacgtctac gatgtggacc agagaagatg
     1981 ctgtaagaag gaagaagctg caggactggt actggtgggc gacttgacta atccgcccta
     2041 ccacgaattc gcatacgaag ggctaaaaat ccgccctgct tgcccataca aaattgcagt
     2101 tataggagtc ttcggagtac caggatccgg caagtcagct attatcaaga acctagttac
     2161 caggcaagac ctggtgacta gcggaaagaa agaaaactgc caggaaatca ccaccgacgt
     2221 gatgagacag agaggtctag agatatctgc acgtacggtt gattcgctgc tcttgaatgg
     2281 atgcaacagg ccagtcgacg tgttgtacgt agacgaggcg tttgcgtgcc actctggaac
     2341 gttacttgct ttgatcgcct tggttagacc aaggcagaaa gttgtactct gtggtgaccc
     2401 gaagcagtgc ggcttcttca atatgatgca gatgaaagtc aactataatc acaacatctg
     2461 cacccaagtg taccacaaaa gtatctccag gcggtgtaca ctgcctgtga ccgccattgt
     2521 gtcatcgtta cattacgaag gcaaaatgcg cactacgaat gagtacaaca agccgattgt
     2581 agtggacact acgggctcaa caaaacctga cgctggagat ctcgtgttaa cgtgcttcag
     2641 agggtgggtt aaacaactgc aaattgacta tcgtggatac gaggtcatga cagcagccgc
     2701 atcccaaggg ttaaccagaa aaggagttta tgcagttagg caaaaagtta atgaaaaccc
     2761 gctctatgca tcaacgtcag agcacgtaaa cgtactccta acacgtacgg aaggtaaact
     2821 ggtatggaag acactttccg gtgacccgtg gataaagacg ctgcagaacc caccgaaagg
     2881 aaacttcaaa gcaactatca aggagtggga ggtggagcat gcatcaataa tggcgggcat
     2941 ctgcagtcac caactgacct ttgatacatt ccaaaacaaa gccaatgttt gttgggctaa
     3001 gagcttggtc cctatcctcg aaacagcggg gataaaacta aatgataggc agtggtccca
     3061 gataattcaa gccttcaaag aagataaagc atactcaccc gaagtagccc tgaatgaaat
     3121 atgcacgcgc atgtatgggg tggatttaga cagtgggcta ttttctaaac cattggtgtc
     3181 tgtgtattac tcggataacc actgggataa taggcctgga gggaagatgt tcggattcaa
     3241 ccccgaggca gcgtccattc tagaaagaaa gtatccattc acaaaaggga agtggaacat
     3301 caacaagcag atctgtgtga ccaccaggag gatagaagac tttaacccta ccaccaatat
     3361 tataccggcc aataggagac taccacactc attagtggcc gaacaccgcc cagtaaaagg
     3421 ggaaagaatg gaatggctgg ttaataagat aaacggccac cacgtgctcc tggtcagtgg
     3481 ctataatctt gtactgccta ctaagagagt cacttgggta gcgccactag gtgtccgcgg
     3541 agcggactac acatacaacc tagagttggg tctgccagca acgcttggca ggtatgacct
     3601 agtggttata aacatccaca caccttttcg catacaccat taccaacagt gcgtagacca
     3661 cgcaatgaaa ctgcaaatgc tcgggggtga ctcattgaga ctgctcaaac cgggtggctc
     3721 tctattgatc agagcatatg gttacgcaga tagaaccagt gaacgagtca tctgcgtgtt
     3781 gggacgcaag ttcagatcgt ctagagcgtt gaaaccacca tgtgtcacca gcaacactga
     3841 gatgtttttt ctattcagca actttgacaa tggtagaagg aatttcacac ctcatgtcat
     3901 gaataatcaa ctgaatgcag cctttgtagg acaggccacc cgagcaggat gtgcaccgtc
     3961 gtaccgggta aaacgcatgg acatcgcgaa gaacgatgaa gagtgcgtag ttaacgccgc
     4021 taaccctcgc gggttaccgg gtgacggtgt ttgcaaggca gtatacaaaa aatggccgga
     4081 gtcctttaag aatagtgcaa caccagtggg aaccgcaaaa acagtcatgt gcggtacgta
     4141 tccagtaatc cacgccgttg gaccgaattt ctctaattat ttggaatctg aaggggaccg
     4201 ggaattggca gctgcctatc gagaagtcgc aaaggaagta actagactgg gagtaaatag
     4261 tgtagctata cctctcctct ccacaggtgt atactcagga gggaaagata ggctgaccca
     4321 gtcactgaac cacctcttca cagccatgga ctcgacggat gtagacgtgg tcatctactg
     4381 tcgcgacaaa gaatgggaga agaaaatatc cgaggccata cagatgcgga ctcaagtgga
     4441 gttgctggat gagcacatct ccatagactg cgatattgtt cgcgtgcacc ctgacagcag
     4501 cttggcaggc agaaaaggat acagcaccac ggaaggcgca ctgtactcat atctagaagg
     4561 gactcgtttt caccagacgg cagtggacat ggcagagata tatactatgt ggccaaagca
     4621 aacagaggcc aacgagcaag tctgcctata tgccctgggg gaaagtattg aatcgatcag
     4681 gcagaaatgc ccggtggatg atgcagatgc atcgtctcct ccaaaaactg tcccgtgcct
     4741 ttgccgttac gccatgactc cggaacgcgt caccagactt cgcatgaacc acgtcacaag
     4801 tataattgtg tgttcctcgt ttccccttcc aaagtacaaa atagaaggag tgcaaaaagt
     4861 caaatgctct aaggtaatgc tatttgacca caacgtgcca tcacgcgtaa gtccaaggga
     4921 atatagatct tccccggagg ctgcacagga agcgagcaca accacgtcac tgacgcatag
     4981 ccaattcgac ctaagcgttg acggcgagat actacccgtc ccgtcagatc tggatgctga
     5041 cgccccagcc ctagaaccag ctctagacga cagggcgaca cacacgttgc catccacaac
     5101 cggaaacctt gcggccgtgt ctgactgggt aatgagcacc gtacctgtcg caccgcccag
     5161 aagaaggcga gggagaaacc tgactgtgac atgcgacgag agagaaggga acataacacc
     5221 catggctagc gtccgattct ttagggcaga gccgcgtccg gtcgtacaag aaacagcgga
     5281 gacgcgtgac acagcaatgt ctcttcaggc accgccgagt accgccacgg aactgaatca
     5341 cccgccgatc tccttcggag caccaagcga gacgttcccc attacatttg gggacttcaa
     5401 cgaaggagaa atcgaaagct tgtcttctga gctgctaact ttcggagact tcctacctgg
     5461 agaagtggat gacttgacag atagcgactg gtccacgtgc tcagacacgg acgacgagtt
     5521 atgactagac agggcaggtg ggtatatatt ctcgtcggac accggtccag gtcatttaca
     5581 acagaagtca gtacgccagt cagtgctgcc ggtgaacacc ctggaggaag tccacgagga
     5641 gaagtgttac ccacctaagt tggatgaagt aaaggagcaa ctattactta agaaactcca
     5701 ggagagtgca tccatggcca acagaagcag gtaccagtcg cgcaaagtag aaaacatgaa
     5761 agcaacaatc atccagagac taaagagagg ctgtagacta tacttaatgt cagagacctc
     5821 aaaagtccct acttaccgga ccacatatcc ggcgcctgtg tactcgcctc cggtcaacgt
     5881 ccgactgtcc aaccccgagt ccgcagtggc agcatgcaat gagttcctag ctagaaacta
     5941 tccaactgtc tcatcatacc aaattaccga cgagtatgat gcatatttag acatggtgga
     6001 cgggtcggag agttgcctgg atcgagcgac attcaatccg tcaaaactta ggagctaccc
     6061 gaaacagcac gcttaccatg cgccctccat cagaagcgct gtaccgtccc cattccagaa
     6121 cacactacag aatgtactgg cagcagccac gaagagaaac tgcaacgtca cacagatgag
     6181 ggaattaccc actttggact cagcagtatt caacgtggag tgttttaaaa aattcgcatg
     6241 caaccaagaa tactgggaag aatttgctgc cagccctatt aggataacaa ctgagaattt
     6301 aacaacctat gttactaaac taaaagggcc aaaagcagca gcgctatttg caaaaaccca
     6361 caatctgctg ccactgcagg aagtaccaat ggataggttc acagtagata tgaaaaggga
     6421 cgtgaaggtg actcctggta caaagcacac agaggaaaga cctaaggtgc aggttataca
     6481 ggcggctgaa cccttggcga cagcatacct atgtgggatt cacagagagc tggttaggag
     6541 gctgaacgcc gtcctcctac ccaatgtaca tacactattt gatatgtctg ccgaggattt
     6601 cgatgccatc atagccgcac actttaagcc aggagacact gttttagaaa cggacatagc
     6661 ctcctttgac aagagccaag atgattcact tgcgcttact gccttgatgc tgttagaaga
     6721 tttaggggtg gatcactccc tgttggactt gatagaggcc gcttttggag agatttccag
     6781 ctgtcatcta ccgacaggta cgcgcttcaa gttcggcgcc atgatgaaat ctggtatgtt
     6841 cctaactctg ttcgtcaaca cattgctaaa catcaccatc gctagccgcg tgctggaaga
     6901 tcgtctgaca aaatccgcgt gcgcggcctt catcggcgac gacaacataa tacatggagt
     6961 cgtctccgat gaattgatgg cagacagatg cgccacttgg atgaacatgg aagtgaagat
     7021 catagatgca gttgtatcct tgaaagcccc ttacttttgt ggagggttta tactgcacga
     7081 tactgtgacg ggaacagcct gcagagtggc agacccgcta aaaaggctat tcaaactggg
     7141 caaaccgcta gcggcaggtg atgaacaaga tgaagataga agacgagcgc tggctgacga
     7201 agtgatcaga tggcaacgaa cagggctaat tgatgagttg gagaaagcgg tatactctag
     7261 gtatgaagtg cagggtatat cagttgtggt aatgtccatg gccacctttg caagctccag
     7321 atctaacttc gagaagctca gaggacccgt cataaccttg tacggcggtc ctaaataggt
     7381 acgcactaca gctacctatt ttgcagaagc cgacagcaag tacctaaata ctaattagct
     7441 acaatggagt acatcccaac ccaaactttt tacaatagga ggtaccagcc tcgaccctgg
     7501 actccgcgcc ccactatcca agtaatcagg cccagaccgc gccctcagag gcaagccggg
     7561 caacttgccc agctgatctc agcagttaat aaactgacaa tgcgcgcggt accccaacag
     7621 aagccacgca ggaatcggaa gaataagaag caaaagcaaa agcgacaggc gccacaaaac
     7681 aacacaaatc aaaagaagca gccgcctaaa aagaaaccag ctcaaaagaa aaagaagccg
     7741 ggccgtagag agaggatgtg catgaaaatc gaaaatgatt gtatttttga agtcaagtat
     7801 gaaggtaagg taacaggtta cgcgtgcttg gtgggggaca aagtaatgaa accagcacac
     7861 gtaaagggga ccatcgataa cgcggacctg gccaaactgg cctttaagcg gtcatctaag
     7921 tatgaccttg aatgcgcgca gatacccgtg cacatgaagt ccgacgcttc gaagttcacc
     7981 catgagaaac cagaggggta ctacaactgg caccacggag cagtacagta ctcaggaggc
     8041 cggttcacca tccccacagg tgctggcaaa ccaggggaca gcggcagacc gatcttcgac
     8101 aacaagggac gcgtggtggc catagtctta ggaggagcta atgaaggagc ccgtacagcc
     8161 ctctcggtgg tgacctggaa taaagacatt gtcactaaaa tcacccccga gggggccgaa
     8221 gagtggagtc ttgccatccc agtcatgtgc ctgctggcaa ataccacgtt cccctgctcc
     8281 cagccccctt gcactccctg ctgctatgaa agggaaccag aggaaaccct acgcatgctt
     8341 gaggacaacg tcatgagacc tgggtactat cagctgctac aagcatcctt aacatgttct
     8401 ccccaccgtc agcgacgcag taccaaggac aacttcaatg tctataaagc cacaagaccg
     8461 tacttagctc actgtcccga ctgtggagaa gggcactcgt gccatagtcc cgtagcatta
     8521 gaacgcatca gaaatgaagc gacagacggg acgctgaaaa tccaggtctc cttgcaaatc
     8581 ggaataaaga cggatgatag ccacgattgg accaagctgc gttacatgga caaccacacg
     8641 ccagcggacg cagagagggc ggggctattt gtaagaacat cagcaccgtg cacgattact
     8701 ggaacaatgg gacacttcat cctgacccga tgtccgaaag gggaaactct gacggtggga
     8761 ttcactgaca gtaggaagat cagtcactca tgcacgcacc catttcacca cgaccctcct
     8821 gtgataggcc gggagaaatt ccattcccga ccgcagcacg gtaaagagct gccttgcagc
     8881 acgtacgtgc agagcaccgc cgcaactacc gaggagatag aggtacacat gcccccagac
     8941 acccctgatc gcacactgat gtcacaacag tccggcaacg taaagatcac agttaatggc
     9001 cagacggtgc ggtacaagtg taattgcggt ggctcaaatg aaggactaat aactacagac
     9061 aaagtgatta ataactgcaa agttgatcaa tgtcatgccg cggtcaccaa tcacaaaaag
     9121 tggcagtaca actcccctct ggtcccgcgt aatgctgaac ttggggaccg aaaaggaaaa
     9181 atccacatcc cgtttccgct ggcaaatgta acatgcaggg tgcctaaagc aaggaacccc
     9241 accgtgacgt acgggaaaaa ccaagtcatc atgctactgt atcccgacca cccaacactc
     9301 ctgtcctacc ggaacatggg agaagaacca aactaccaag aagagtgggt gacgcataag
     9361 aaggaagtcg tgctaactgt gccgactgaa gggctcgagg tcacgtgggg taacaacgag
     9421 ccgtataagt attggccgca gttatctaca aacggtacag cccatggcca cccgcatgag
     9481 ataattctgt attattatga gctgtaccct actatgactg tagtagttgt gtcagtggcc
     9541 tcgttcgtac tcctgtcgat ggtgggtgtg gcagtgggga tgtgcatgtg tgcacgacgc
     9601 agatgcatca caccgtacga actgacacca ggagctaccg tccctttcct gcttagccta
     9661 atatgctgca tcagaacagc taaagcggcc acataccaag aggctgcggt atacctgtgg
     9721 aatgaacagc aacctttgtt ttggctacaa gcccttattc cgctggcagc cctgattgtc
     9781 ctatgcaact gtctgagact cttaccatgc tgctgtaaaa cgttggcttt tttagccgta
     9841 atgagcgtcg gtgcccacac tgtgagcgcg tacgaacacg taacagtgat cccgaacacg
     9901 gtgggagtac cgtataagac tctagtcaat agaccgggct acagtcccat ggtattggag
     9961 atggaactac tgtcagtcac tttggagcca acgctatcgc ttgattacat cacgtgcgag
    10021 tacaaaaccg ttatcccgtc tccgtacgtg aaatgctgcg gtacagcaga gtgcaaggac
    10081 aaaaacctac ctgactacag ctgtaaggtc ttcaccggcg tctacccatt tatgtggggc
    10141 ggagcctact gcttctgcga cgctgaaaac acgcaattga gcgaagcaca cgtggagaag
    10201 tccgaatcat gcaaaacaga atttgcatca gcatacaggg ctcataccgc atccgcatca
    10261 gctaagctcc gcgtccttta ccaaggaaat aacatcactg taactgccta tgctaacggc
    10321 gaccatgccg tcacagttaa ggacgccaaa ttcattgtgg ggccaatgtc ttcagcctgg
    10381 acacctttcg acaacaaaat tgtggtgtac aaaggtgacg tctataacat ggactacccg
    10441 ccctttggcg caggaagacc aggacaattt ggcgatatcc aaagtcgcac acctgagagt
    10501 acagacgtct atgctaatac acaactggta ctgcagagac cggctgcggg tacggtacat
    10561 gtgccatact ctcaggcacc atctggcttt aagtattggc taaaagaacg aggggcgtcg
    10621 ctgcagcaca cagcaccatt cggctgccaa atagcaacaa acccggtaag agcgatgaat
    10681 tgcgccgtag ggaacatgcc catctccatc gacataccgg atgcggcctt cattagggtc
    10741 gtcgacgcgc cctctttaac ggacatgtcg tgcgaggtac ctacctgcac ccattcctca
    10801 gatttcgggg gcgtcgccat tattaaatat gcagccagca agaaaggcaa gtgtgcggtg
    10861 cattcgatga ccaacgccgt cacaattcgg gaagctgaga tagaagttga agggaattct
    10921 cagctgcaaa tctctttctc gacggccttg gccagcgccg aattccgcgt acaagtctgt
    10981 tctacacaag tacactgtgt agccgagtgc caccctccga aggaccacat agtcaattac
    11041 ccggcgtcac ataccaccct cggggtccag gacatttccg ctacggcgct gtcatgggtg
    11101 cagaagatca cgggaggcgt gggactggtt gtcgctgttg cagcactgat tctaatcgtg
    11161 gtgctatgcg tgtcgttt
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