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LOCUS       LIE16SRRNB              1454 bp    DNA     linear   BCT 30-MAR-

2000 

DEFINITION  Liberibacter africanus 16S ribosomal RNA gene, partial sequence. 

ACCESSION   L22533 

VERSION     L22533.1 

KEYWORDS    . 

SOURCE      Candidatus Liberibacter africanus 

  ORGANISM  Candidatus Liberibacter africanus 

            Bacteria; Pseudomonadati; Pseudomonadota; Alphaproteobacteria; 

            Hyphomicrobiales; Rhizobiaceae; Liberibacter. 

REFERENCE   1  (bases 1 to 1454) 

  AUTHORS   Jagoueix,S., Bove,J.M. and Garnier,M. 

  TITLE     The phloem-limited bacterium of greening disease of citrus is a 

            member of the alpha subdivision of the Proteobacteria 

  JOURNAL   Int. J. Syst. Bacteriol. 44 (3), 379-386 (1994) 

   PUBMED   7520729 

FEATURES             Location/Qualifiers 

     source          1..1454 

                     /organism="Candidatus Liberibacter africanus" 

                     /mol_type="genomic DNA" 

                     /strain="Nelspruit" 

                     /db_xref="taxon:34020" 

     rRNA            <1..>1454 

                     /product="16S ribosomal RNA" 

ORIGIN       

        1 aacgaaccct ggcggcaggc ctaacacatg caagtcgagc gcgtatttta tacgagcggc 

       61 agacgggtga gtaacgcgta ggaatctacc tttttctacg ggataacgca tggaaacgtg 

      121 tgctaatacc gtatacgccc tattggggga aagattttat tggagagaga tgagcctgcg 

      181 ttggattagc tagttggtag ggtaaaggcc taccaaggct acgatctata gctggtctga 

      241 gaggacgatc agccacactg ggactgagac acggcccaga ctcctacggg aggcagcagt 

      301 ggggaatatt ggacaatggg ggcaacccga atccagccat gccgcgtgag tgaagaaggc 

      361 cttagggttg taaagctctt nnnccggaga agataatgac ggtattcgga gaagaagccc 

      421 cggctaactt cgtgccagca gccgcggtaa tacgaagggg gcgagcgttg ttcggaataa 

      481 ctgggcgtaa agggcgcgta ggcggcgatt aagttagagg tgaaatccca ggctcaacct 

      541 tggaactgcc tttaatactg attgtctaga gttcaggaga ggtgagtgga attccgagtg 

      601 tagaggtgaa attcgtagat attcggagga acaccggtgg cgaaggcggc tcactggcct 

      661 gatactgacg ctgaggcgcg aaagcgtggg gagcaaacag gattagatac cctggtagtc 

      721 cacgctgtaa acgatgagtg ctagctgttg ggtggtttac cattcagtgg cgcacgtaac 

      781 gcattaagca ctccgcctgg ggagtacggt cgcaagatta aaactcaaag gaattgncgg 

      841 gggcccgcac aagcgtggag catgtggttt aattcgatgc aacgcgcaga accttaccag 
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      901 cccttgacat atgttggacg atatcagaga tgatattttc ttttcggaga ctttcataca 

      961 ggtgctgcat ggctgtcgtc agctcgtgtc gtgagatgtt gggttaagtc ccgcaacgag 

     1021 cgcaacccct acctctagtt gccatcaagt ttagatttta tctagatgtt gggtacttta 

     1081 tagggactgc cggtgataag ccggaggaag gtggggatga cgtcaagtcc tcatgcgcct 

     1141 tatgggctgg gctacacacg tgctacaatg gtggttacaa tgggttgcga agtcgcgagg 

     1201 cggagctaat ccccaaagtc catctcagtt cngattgcac tctgcaactc gagtgcatga 

     1261 agttggaatc gctagtaatc gcggatcagc atgccgcggt gaatacgttc tcgggccttg 

     1321 tacacaccgc ccgtcacacc atgggagttg gttttgcctg aagacggtgt gctaaccgca 

     1381 agggggcagc cggccacggt aaggtcagcg actggggtga agtcgtaaca aggtagccgt 

     1441 aggggaacct gcgg 
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