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                     VGRTALSTSPTHLASLEELQGFSKDVHYIDGDLSDAAFVASISAKVEEIWGTELDGIL
                     HLAGAGNLEEHWSEIDSHWCTTESKAYYEEMFAAKVFGTVNLFQLIEGKKDALFLHFS
                     SVNSYFGGASFTAYAAANNFQDTFCQYVSNQGYKNAICINWSMWYDIGMSRNNTNNEL
                     MAEKGFLLLPMKQAVYSLLAVLRTGVNNIFVGLDASKSNIRKSMKQKKELGLKAIVYH
                     TDEVSDLSIEAKKHVSFLKVDEIPIDEKGCVQIGKLQDLHKNVGKTEMFQEPQSEAEK
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                     GIFVKELNEMYDAFVQHKPVAETPSTISIMDFTAWHNSKVDEDQDDRQYWLQRFEGEL
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                     LTNEEKYEILEMNNNSTEYPQHESVAEIFRETKIKHQAKLAITYKDRKLTYAELSEKA
                     NALAHTLKRRGVAQHDVVGIVAERSPETIIGILAILKVGAIYLPIDPKLPQLTLQHIW
                     RDSGAKVLLGKNETTVEVGKEVPFVDIEGDKGKQEELVCPISPEDTAYIMYTSGSTGK
                     PKGVMVTHRNIVRLVKNTNFVSLQEQDVLLQTGSLTFDAATFEIWGALLNGLTLHLVE
                     DYVILDGEALQEEIQQNKATIMWVSAPLFNQLADQNPAMFTGIKQLLIGGDVLSPKHI
                     NKVMDHCAPINIINGYGPTENTTFSTSFVIDQMYQDSIPIGTPIANSSAYILDVHQNI
                     QPIGVVGELCVGGDGVAKGYVNLEQLTEERFIADPFLKGSTMYRTGDYVKLLPNGNIQ
                     YIGRVDNQVKIRGFRIELEAIMNTLKQCESIKDVIVVVQEQNGYKTLVAYVVGEESLS
                     IETVRAYAKKHLAEYMVPSQFIFIEEIPLSINGKVQYSKLPKVQEVLHKKVETLLPEN
                     RLEEIILRVYRDVLEKEDFGVTDSFFAYGGDSLLSIQVVSMLKKEEIAVDPKMIFMHT
                     TVRELAKACENRPVMEETKRTEKDYLIQMREGSEEDSCIIFAPPAGGTVLGYIELARY
                     FEGIGNVYGLQAPGLYDDEEPTFLDYDELVQVFLRSIEGTYRPGQDYLGGHSLGGHIA
                     FGMCCELIKQGKAPKGLLILDTTPSLQVVKGAKDEKIAEEDFKMMVLAAGIGNMMGVD
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[bookmark: sequence_AY691650.1]        1 atgcctttat cattgcaaaa tgaaattgcg ttgataaaag acggcattta tgttgtaaca
       61 ggtggtttag gtggaatcgg aaaagaagtg tgtaaattgt tgctacaaca attttctgca
      121 aagttattta ttgtaggaag aacagcattg tcaacatcac caacccatct tgcgtcatta
      181 gaggaattac aggggttcag caaagatgtt cactatatcg atggggacct ttctgatgcc
      241 gcatttgtag cttcgatttc tgcaaaagta gaagagattt gggggacaga gttagatggt
      301 attcttcact tggctggcgc agggaattta gaagaacatt ggagtgaaat tgatagccat
      361 tggtgtacaa cagaaagtaa agcatactat gaagaaatgt ttgcagcgaa agtatttggt
      421 acagtgaatc ttttccaact gattgaagga aaaaaagatg ccttattttt acatttttct
      481 tctgtgaata gctattttgg tggtgcatct ttcactgcct atgcagcggc aaataatttc
      541 caagatacat tttgtcagta tgtaagtaat caaggttata agaatgcgat ttgtatcaac
      601 tggagtatgt ggtatgacat cggtatgtct cgcaacaata caaacaatga attgatggca
      661 gagaaaggct ttcttttatt accaatgaag caagcggtgt actcgttatt ggcggtatta
      721 cgcacaggtg taaataatat ttttgtcgga ctggatgcta gcaaatcaaa tattcgtaag
      781 agcatgaaac agaagaaaga acttgggcta aaagcgattg tataccatac agatgaggta
      841 agtgatttat caatagaagc gaaaaagcat gtttcatttt tgaaagtaga cgaaatccca
      901 attgatgaaa agggatgtgt acaaattggc aagctacaag acttgcacaa aaatgtaggg
      961 aaaacagaaa tgtttcaaga accgcaatca gaagcggaaa aaacgctggc taaaatttgg
     1021 cgtgatgtat taaaagcaaa taaaatcggc cgcgatagca atttctttga acttggtggt
     1081 cattccatta atgcgacaca attggtatca aaaatttata gtgtttgccg agtgagaatg
     1141 cctcttaaaa atgtgtttca gtatacaacg ttagctacaa tggcacgggt gttagaagag
     1201 ttgttggtaa gcgctgttga cgaagtagct gtaacaacgg agcgcattcc aaagatacta
     1261 ccgagaacat attacgattt gtcgtattca caacaaagaa tttatttctt atctacaatg
     1321 gagaaagaaa ccaattacta taatattctt ggtgcttggg atatttatgg gaaactagat
     1381 gttacgctat ttgaaaaagc aatccaacta ttaatgaaga aacaccattc attacgtgca
     1441 acatttgaaa tcgtggacgg caaacctgtg caaatcatcc acgatgatat ggaaattcct
     1501 gtgcaattta ttgaccttac tgtgatgcca gaaggattac ggatagaaga agtagatgaa
     1561 cttatgttaa aagagtctaa aagagtatac aatctcgcaa atggtccgtt aatgcattgt
     1621 acaattgtta agataaaaga aggtgagcat gtattattga ttggacaaca tcatatcatt
     1681 agtgatggtt ggtcacttgg tatttttgta aaagagttaa atgaaatgta tgatgccttt
     1741 gtgcaacaca aaccagttgc tgaaacacca tcaacaatct ccattatgga ctttactgct
     1801 tggcacaata gtaaagtaga tgaagatcaa gatgatcgac aatattggtt acagcgattt
     1861 gagggagagt taccgacgtt agagttgccg acagacagac aacgtccact tttgaaaaca
     1921 tatcatggtg acacattatc atataaggtg aattctcaat tgcatcaaaa attaaaggac
     1981 tttagtcatg caaatggtgt aacgatgttt atgacgctat taacggcgta taatattatg
     2041 ttgaataagt taacaaatga aacagacatt gttgttggct cccctgtagc aggtagaaat
     2101 gaaccagaat caaaagattt aatcgggatg tttgtgaata cgttagcgtt acgttcgcat
     2161 ttaggagata atccgacagt tgatgtctta ttaaaacaaa taaaacagaa tactttagaa
     2221 gcatacaatc atcaagatta tccatttgat aagttggttg atgacttgga tccacatcga
     2281 gatttaagta ggacaccaat tttccaagtg atgatgggat atatgaatat gccattgatg
     2341 gttgcatttc gtgaagcaga ggttcgcgaa cgatttgttc gacataaagt cgcaaggttt
     2401 gatttaacac ttcatgtgtt tgaagatgaa gatcagatga aaatattctt tgagtataat
     2461 acagatttat ttgatgaatc aacgattatg cgttggcaga atcatttcga aacgctatta
     2521 caggaaattg tatcgaatcc gacaaaacgt atttcggaat tgaatatact tacaaatgag
     2581 gagaaatatg aaattctaga gatgaacaat aattcaacgg agtatcctca gcatgaatct
     2641 gttgcggaga tttttagaga aacgaagata aagcatcaag caaaactagc aattacgtac
     2701 aaagatagaa agttaacgta tgcagagttg agtgaaaaag caaatgcgtt ggcgcataca
     2761 ttgaaacgtc gaggtgttgc gcagcatgat gttgttggaa ttgtcgcaga gcgttcgcct
     2821 gaaacaatta ttggaatact cgcaatctta aaagtaggag caatttattt gccaattgat
     2881 ccaaaactac cgcaattaac actgcaacac atttggcgag atagcggtgc aaaagtcctc
     2941 ctagggaaaa atgaaacaac tgtagaagtt ggcaaggaag ttccgtttgt ggacatcgaa
     3001 ggggataaag ggaagcaaga ggagttagtg tgtccaatta gtccagaaga tacggcatat
     3061 attatgtata cgtcaggcag tactggaaaa ccaaaagggg ttatggtgac acatagaaat
     3121 attgttcgtt tagtaaaaaa tacgaatttc gtttctttgc aagagcaaga tgtgttgtta
     3181 cagacaggtt cgcttacttt tgacgctgca acatttgaaa tttggggcgc attgctaaat
     3241 ggacttacgc ttcatttagt agaagattac gtaattttag atggggaggc gcttcaggaa
     3301 gagattcagc agaacaaagc aaccattatg tgggtgagtg caccgctgtt taatcaattg
     3361 gcggatcaaa acccagcgat gtttacaggc attaagcaat tgctcattgg tggtgatgtt
     3421 ttatcgccaa aacatattaa caaagtgatg gaccattgtg caccaatcaa tatcattaat
     3481 ggatacggtc caacagaaaa tacgacgttc tcgacgtcat ttgtaattga tcaaatgtat
     3541 caagacagca ttccgattgg aacaccgatt gctaattcta gtgcttacat tttagatgta
     3601 catcaaaata tacaacctat tggtgtagtt ggcgaactat gtgttggtgg tgatggagtt
     3661 gcaaaaggtt atgtgaacct tgaacaatta acagaagaac ggtttatagc agatccgttc
     3721 ctaaagggtt ctacaatgta cagaaccggc gattatgtga aattattgcc taatggaaat
     3781 attcaataca ttggacgtgt ggacaatcaa gtgaaaattc gtggattccg catcgaatta
     3841 gaagccatta tgaacacatt aaaacaatgt gaatcaatca aagatgtaat tgttgttgta
     3901 caagaacaga atgggtataa aacactggtt gcatatgttg tgggagaaga atcgctttca
     3961 atagaaacag tgagggccta tgcaaaaaaa catttggctg aatatatggt accttctcaa
     4021 tttatattta tagaagaaat tccgctctca ataaatggga aagtacagta tagtaagtta
     4081 ccgaaagtac aagaagtatt gcataaaaaa gtagaaacgc tgttaccaga aaacagatta
     4141 gaagaaatta ttctacgtgt gtatcgtgat gtattagaga aagaagattt tggcgtaaca
     4201 gattcattct tcgcttatgg tggtgactct ttactaagta ttcaagtcgt ttcgatgttg
     4261 aaaaaagagg agattgcagt agatccgaaa atgattttta tgcatacaac ggttagagag
     4321 ttagcaaagg catgtgaaaa tcgtccggtt atggaagaaa caaaaaggac tgagaaggat
     4381 tatttaattc aaatgcgtga aggtagtgaa gaagatagtt gtatcatttt tgctcctccg
     4441 gcaggtggaa cggtacttgg atatatagaa ttagcaaggt atttcgaggg aattggcaat
     4501 gtttacggcc tacaagcacc gggactgtat gacgatgaag agcctacgtt cttagattac
     4561 gatgaacttg tacaagtgtt tcttcgctcg attgaaggga catatcgtcc aggtcaagat
     4621 tatttaggtg gccactcctt agggggacat atcgcatttg gaatgtgctg tgaactgatt
     4681 aagcaaggaa aggcaccaaa gggattgcta attctagata caacaccatc acttcaagtt
     4741 gtaaaggggg ccaaggatga aaaaatagcc gaggaggact ttaaaatgat ggtactggct
     4801 gccggtatcg gaaatatgat gggtgttgat ccagaagaat tgaagcaact gtcgtatgaa
     4861 gaagcaaaaa caagagttgt cgcagtggca caaaaggatg aaaagttaaa aacttttata
     4921 aatgaaacat atttggataa gtatttgaag ttacaaattc atagtttact aatgtcacga
     4981 acattagaat tggagaaaac acaattagat attccgatta aggtatttaa aacacagttt
     5041 catacagaag agctagtaga aagatttgat gcttggcata actatacaaa tcaagcctgc
     5101 acattcattg atataccagg cacacatacg acgatgatgc gtttaccaca tgtgaaagag
     5161 gtagcgaaaa aaatagaaga acagctataa
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