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LOCUS 0L672407 1209 bp DNA linear BCT 14-NOV-2022

DEFINITION Bacillus cereus strain YakM2 non-hemolytic enterotoxin NHE subunit
B (nheB) gene, complete cds.

ACCESSION OL672407

VERSION OL672407.1
KEYWORDS
SOURCE Bacillus cereus

ORGANISM Bacillus cereus

Bacteria; Bacillati; Bacillota; Bacilli; Bacillales; Bacillaceae;
Bacillus; Bacillus cereus group.
REFERENCE 1 (bases 1 to 1209)
AUTHORS Goncharova,I. and Timofeev,V.
TITLE Direct Submission
JOURNAL  Submitted (23-NOV-2021) The Department of Especially Dangerous
Infections, State Research Center for Applied Microbiology and
Biotechnology, Obolensk, Moscow Region 142279, Russian Federation
COMMENT ##Assembly-Data-START##
Assembly Method :: Unicycler v. 0.4.7; SPAdes v. 3.13.1
Coverage :: 500x
Sequencing Technology :: Illumina
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1209
/organism="Bacillus cereus"
/mol type="genomic DNA"
/strain="YakM2"
/isolation source="deep soil layers"
/db_xref="taxon:1396"
/geo_loc_name="Russia: Yakutia"
/collection date="2016"
gene 1..1209
/gene="nheB"
CDS 1..1209
/gene="nheB"
/codon_start=1
/transl table=11
/product="non-hemolytic enterotoxin NHE subunit B"
/protein id="UzH45454.1"

/translation="MTKKPYKVMALSALMAVFAAGNIMPAHTYAAESTVKQAPVHAVA
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KAYNDYEEYSLGPEGLKDAMERTGSNALVMDLYALTIIKQGNVNEGNVSSVDAALKGK
VIQHQDTARGNAKQWLDVLKPQLISTNONIINYNTKFONYYDTLVAAVDAKDKATLTK
GLTRLSSSINENKAQVDQLVEDLKKEFRNKMTSDTONFKGDANQITSILASQDAGIPLL
ONQITTYNEAISKYNAITIGSSVATALGPIAIIGGAVVIATGAGTPLGVALIAGGAAA
VGGGTAGIVLAKKELDNAQAEIQKITGQVTITAQLEVAGLTNIKTQTEYLTNTIDTAIT
ALONISNQWYTMGSKYNSLLONVDSISPNDLVFIKEDLNIAKDSWKNIKDYAEKIYAE
DIKVVDTKKA"
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