
Bacillus cereus strain YakM2 non-hemolytic enterotoxin NHE subunit B (nheB) 

gene, complete cds 

GenBank: OL672407.1 

FASTA Graphics  

Go to: 

LOCUS       OL672407                1209 bp    DNA     linear   BCT 14-NOV-2022 

DEFINITION  Bacillus cereus strain YakM2 non-hemolytic enterotoxin NHE subunit 

            B (nheB) gene, complete cds. 

ACCESSION   OL672407 

VERSION     OL672407.1 

KEYWORDS    . 

SOURCE      Bacillus cereus 

  ORGANISM  Bacillus cereus 

            Bacteria; Bacillati; Bacillota; Bacilli; Bacillales; Bacillaceae; 

            Bacillus; Bacillus cereus group. 

REFERENCE   1  (bases 1 to 1209) 

  AUTHORS   Goncharova,I. and Timofeev,V. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (23-NOV-2021) The Department of Especially Dangerous 

            Infections, State Research Center for Applied Microbiology and 

            Biotechnology, Obolensk, Moscow Region 142279, Russian Federation 

COMMENT     ##Assembly-Data-START## 

            Assembly Method       :: Unicycler v. 0.4.7; SPAdes v. 3.13.1 

            Coverage              :: 500x 

            Sequencing Technology :: Illumina 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1209 

                     /organism="Bacillus cereus" 

                     /mol_type="genomic DNA" 

                     /strain="YakM2" 

                     /isolation_source="deep soil layers" 

                     /db_xref="taxon:1396" 

                     /geo_loc_name="Russia: Yakutia" 

                     /collection_date="2016" 

     gene            1..1209 

                     /gene="nheB" 

     CDS             1..1209 

                     /gene="nheB" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="non-hemolytic enterotoxin NHE subunit B" 

                     /protein_id="UZH45454.1" 

                     /translation="MTKKPYKVMALSALMAVFAAGNIMPAHTYAAESTVKQAPVHAVA 
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                     KAYNDYEEYSLGPEGLKDAMERTGSNALVMDLYALTIIKQGNVNFGNVSSVDAALKGK 

                     VIQHQDTARGNAKQWLDVLKPQLISTNQNIINYNTKFQNYYDTLVAAVDAKDKATLTK 

                     GLTRLSSSINENKAQVDQLVEDLKKFRNKMTSDTQNFKGDANQITSILASQDAGIPLL 

                     QNQITTYNEAISKYNAIIIGSSVATALGPIAIIGGAVVIATGAGTPLGVALIAGGAAA 

                     VGGGTAGIVLAKKELDNAQAEIQKITGQVTTAQLEVAGLTNIKTQTEYLTNTIDTAIT 

                     ALQNISNQWYTMGSKYNSLLQNVDSISPNDLVFIKEDLNIAKDSWKNIKDYAEKIYAE 

                     DIKVVDTKKA" 

ORIGIN       

        1 atgacaaaaa aaccttataa agtaatggct ctatcagcac ttatggcagt atttgcagca 

       61 gggaatatta tgccggccca tacgtatgca gctgaaagta cagtgaaaca agctccagtt 

      121 catgctgtag caaaagctta taatgactat gaggaatact cattaggacc agaaggccta 

      181 aaagatgcaa tggaaagaac gggttcaaac gctttagtaa tggatctgta cgctttaaca 

      241 attattaaac aaggtaatgt taactttggt aatgtatcgt ctgttgatgc ggctttaaaa 

      301 gggaaagtga ttcagcacca ggatacagct agaggaaatg cgaagcaatg gttagatgta 

      361 ttaaaaccac agcttatttc aacgaatcaa aatattatta attacaatac gaaattccaa 

      421 aactattatg atactttagt cgctgcggta gatgcaaaag ataaagcgac tcttacgaaa 

      481 ggtttaacta gattatcaag tagtattaat gaaaataaag cgcaagtaga tcagttagta 

      541 gaagacttga aaaaattccg aaacaaaatg acgtccgata cgcaaaactt caaaggtgat 

      601 gcaaatcaaa ttacatctat attagctagt caagatgcag gaatcccgct tctgcaaaat 

      661 caaattacaa cgtacaatga agcgattagt aaatataatg caattattat cggttcatca 

      721 gttgcgacag ctctagggcc aattgcaatt atcggtggtg cagtagttat tgctacaggt 

      781 gcaggaacgc cgctaggagt cgcgttaatt gcaggtggtg cagcagctgt aggtggtgga 

      841 acagctggaa tcgtattagc gaagaaagag cttgataatg cgcaggcaga aattcaaaag 

      901 ataacaggac aagttacaac tgcccaatta gaagtggcag gactaacgaa cattaaaaca 

      961 caaactgagt atttaacaaa cacaattgat acagcaatta cagcgttgca aaatatttca 

     1021 aaccaatggt atacaatggg atcgaaatat aattcattac ttcaaaatgt agactctatt 

     1081 agtccaaacg accttgtttt cattaaggaa gacttgaata tagctaaaga tagctggaaa 

     1141 aacattaaag actatgcaga aaagatttat gctgaagata ttaaagtagt agatacgaaa 

     1201 aaagcataa 

 


