Aspergillus flavus aflatoxin regulatory protein-domain-containing protein (aflR),

partial mRNA
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XM 041285628 1335 bp mRNA linear PLN 19-FEB-

Aspergillus flavus aflatoxin regulatory protein-domain-containing
protein (aflR),
XM 041285628

XM 041285628.1

partial mRNA.

BioProject: PRJINA1225730
BioSample: SAMN12911038
RefSeq.

Aspergillus flavus

Aspergillus flavus

Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina;

Eurotiomycetes; Eurotiomycetidae; Eurotiales; Aspergillaceae;

Aspergillus; Aspergillus subgen. Circumdati.

1 (bases 1 to 1335)

Skerker,J., Pfannenstiel,B., Arkin,A., Keller,N. and Glass,L.

Full Genome Sequence of NRRL 3357

Unpublished

2 (bases 1 to 1335)

NCBI Genome Project

Direct Submission

Submitted (19-FEB-2025) National Center for Biotechnology

Information, NIH, Bethesda, MD 20894, USA

3 (bases 1 to 1335)
Skerker, J.
Direct Submission

Submitted (21-JAN-2021) Innovative Genomics Institute, University

of California, Berkeley, 2151 Berkeley Way, Berkeley, CA 94704,

Annotation added by submitter
4 (bases 1 to 1335)

Skerker,J., Pfannenstiel,B., Arkin,A., Keller,N. and Glass,L.

Direct Submission

Submitted (03-0OCT-2019) Innovative Genomics Institute, University

of California, Berkeley, 2151 Berkeley Way, Berkeley, CA 94704,

PROVISIONAL REFSEQ: This record has not yet been subject to final
NCBI review. This record is derived from an annotated genomic

sequence (NC 092407) .


https://www.ncbi.nlm.nih.gov/nuccore/XM_041285628.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/XM_041285628.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/XM_041285628#goto2033674715_0
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA1225730
https://www.ncbi.nlm.nih.gov/biosample/SAMN12911038
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5059
https://www.ncbi.nlm.nih.gov/RefSeq/

COMPLETENESS: incomplete on both ends.
FEATURES Location/Qualifiers
source 1..1335
/organism="Aspergillus flavus"
/mol type="mRNA"
/strain="NRRL 3357"
/db_xref="taxon:5059"
/chromosome="3"
/geo_loc_name="USA"
gene <1..>1335
/gene="aflR"
/locus_tag="F9C07_ 7811"
/old locus_tag="G4B84 005804"
/gene_synonym="afl-2; apa-2"
/db_xref="GeneID:64848036"
CDS 1..1335
/gene="aflR"
/locus_tag="F9C07 7811"
/old locus_tag="G4B84 005804"
/gene_synonym="afl-2; apa-2"
/codon_start=1
/product="aflatoxin regulatory protein-domain-containing
protein"

/protein id="XP 041145472.1"

/db_xref="GeneID:64848036"
/db_xref="InterPro:IPR001138"
/db_xref="InterPro:IPR013700"
/db_xref="JGIDB:Aspfl2 3 7811"
/translation="MVDHISPRASPGPIRSSQTRRARKLRDSCTSCASSKVRCTKEKP
ACARCIERGLACQYMVSKRMGRNPRAPSPLDSTRRPSESLPSARSEQGLPAHNTYSTP
HAHTQAHTHAHSHPQPHPQSHPQSNQPPHALPTPNGSSSVSAIFSHQSPPPPVETQGL
GGDLAGQEQSTLSSLTVDSEFGGSLQSMEHGNHVDFLAESTGSLFDAFLEVGTPMIDP
FLESAPLPPFQARYCCFSLALQTLTHLFPHAPLGCQLRLTDGEDSSCNLMTTDMVISG
NKRATDAVRKILGCSCAQDGYLLSMVVLIVLKVLAWYAAAAGTQCTSTAAGGETNSGS
CSNSPATVSSGCLTEERVLHLPSMMGEDCVDEEDQPRVAAQLVLSELHRVQSLVNLLA

KRLOEGGDDAAGIPAHHPASPFSLLGFSGLEANLRHRLRAVSSDIIDYLHRE"
ORIGIN


https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5059
https://www.ncbi.nlm.nih.gov/nuccore/XM_041285628.1?from=1&to=1335
https://www.ncbi.nlm.nih.gov/gene/64848036
https://www.ncbi.nlm.nih.gov/nuccore/XM_041285628.1?from=1&to=1335
https://www.ncbi.nlm.nih.gov/protein/2033674716
https://www.ncbi.nlm.nih.gov/gene/64848036
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001138
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR013700
http://genome.jgi-psf.org/cgi-bin/jgrs?id=Aspfl2_3_7811
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