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     source          1..7709
                     /organism="avihepatovirus A1"
                     /mol_type="genomic RNA"
                     /isolate="WKX01/SD/China/2021"
                     /host="duck"
                     /db_xref="taxon:1006061"
                     /geo_loc_name="China"
                     /collection_date="2022"
     5'UTR           1..526
     CDS             527..7375
                     /codon_start=1
                     /product="polyprotein"
                     /protein_id="WRW10500.1"
                     /translation="MLWGAWENPLNLHCLIGSRLVEFPHTIIPVDFHVMDTLTKNIED
                     ATVNIIGSCAEKVEEAISGLGAVESVASTNSAIATANATTTQTIPDPTEGSTDDFYSC
                     SYEVGAQGDNISRLVLLVTGQWVPNDDYYACLHWLATPACFFQNNTQPAYGQTRYFRF
                     IRCGFHFRLLVNAPSGSAGALMLVWMPYPYCRVLSGTNQIHANVERRSLMNLPYAILD
                     LRTNTEIDLVVPYVNYRNYVEITTSDTTGGAICVVVLGKYRHGNGTSNTVDFTLFGEL
                     LETDLQCPRPFNNQGKRKPRRRPIHKPKNPPQEPRVIIQPGPGAANLSNSSVIAMAES
                     TALANEGTAVDYSTAGCASSVDDVIVVLRRWQILASFQWQSTLTPSARINRYQLVFRN
                     IPTFSLFFDKFQYWRGSLEVKFMTFGSQFNTGRYQMSWYPIADGEQSLAQCQNSVFVT
                     GDVCATPVTLTLPFTSTTWRKSTKDPYGYLMWHVVNRLTVNSSAPSNIACTVLLRVGK
                     DFQFTAPLYGNLQMSTNNQGDSNQLGDDEPVCFLNFETANVPIQGESHTLVKHLFGRQ
                     WLVRTVQHASTVQELDLQVPDRGHASLIRFFAYFSGEIILTIVNNGTTPAMVAHSYSM
                     DDLSSEYAVTAMGGVMIPANSAKNISVPFYSVTPLRPTRPIPGTSEATFGRLFMWTQS
                     GSLSVFMGLKKPALFFPLPAPTSTALSQGSNVVPTLNQSGDEVDCHFCEICSKMKRMW
                     KPRGYFRFCLRLKTLAFELNLEIESDQIRNKKDLTTEGVEPNPGPILVVGKSGSGKSR
                     LCNVLAGVELFESKLSPRSVTIVHQVETIDIEGKKVTIVDSPETPNYDGPISAFFYLI
                     EAGRFTAEDKEYIQMMRKRFPGFEKSTILILNRADELKTDVDIRNWVKTSGELDSLVR
                     ACGGRIAKFHRHKINRVKLFEKAATLPEFVSHLPRLVYKDRKMYRHYGVQCGSTVFHM
                     DSENILESALNGEVTIKQEKWNGNWKPAGDHMQSTASMYLKSQSMPKFTFSIDENCET
                     WARHLLGDYGETQGQIFKERLMWAVALGFFMTMKITADQSFPGKDAIHTVLTKISNFI
                     FGGLENEVVRVVIRTVIRIVCYLILYIHSPNIVTTGTLVALLALDATSMSMDQGLKTL
                     CMSLVDGDFGKFCSALLEKIQTVDEADLKKTIPKFNDMLEDQSGKTTSPKSFNDWTTC
                     AKNVQWWLESFVKVVNWLKEKVFPSKTDPTLQWLQDHEEHIAIMLALCDEHLCMLRTE
                     KDYICEHNTRPKHQRLVEMVSGTLNQLQGISSARELAARLQHVLNKLHQVNFEPELEW
                     THRPEPLGIWISGGPGVGKSFLSNYIVKEIAKSKHWKSYANPTGSKHMDGYVSQEIHV
                     FDDFGQNREEEDYSLICNLISSVPFITPKASVEAKGTQYRGRLVVVTTNRRDFTSCKL
                     TDPDALERRFPIRLNIRPLQKYNHKGRLDVATAMRDGSLQGGTCWERDIGQLGLECWN
                     PINGQTLIDEIMSELQVRQEVASFMNQSKVRRFSDPETLFSDLEDLKLEFDFDQLEQQ
                     AKLFAKPKEGKISKFRAWVRDCTGKIKGFLERNRAWILGIGTLGTIMSLVTMCVPLAR
                     RFAQSIYSQQPVAKTLPKDFKVAVKKHIEKLETGLEDQSGRVNFRHICNRLVNVSNED
                     EVATGLAIGGKNVLTFGHSKFTQLDEIRDMQFNAPAKGTPITYDGEPTDLQLLECDIP
                     HQFKDVSKLIATEDYRGNGWLVWKDQDQYMVQDVTKIRPFGSTTTASGTTSCQTYIYN
                     CKTGPGSCGGVLVAQIGGNLKILGIHTSGNGTMGAANRIFPVFNQGKVVSKQYAGKIL
                     YHQPRKTAYMKSPVYEDSPYEPAVLSINDQRLGVKIEDMAKKASDKYIGNVFQPPPEA
                     FQLAKTHVAEKLSRVLGCHDTISYESAVSSDVIPMNWDTSPGIKYKGETKRQLVLKSS
                     FRQDVLEQLQSPSTVFTCYLKDELRKKEKIKEGKTRGIEACNFDYTVAYRMVMGDIYS
                     NIYGDSFIMSGCAVGINPFCEWDNLLANLQPYNLCLDFSGFDGSLSAQILEEAVDVLS
                     YFHNDPALVKRIHAPTIYSTHYVTDEIWQVEGGMCSGSPCTTVVNSIVNQLACYTILA
                     VLGYDINQCYVVSYGDDCVLSVPEVRDISKLSHYFKLFFGMTATASDKESDITWLAPM
                     EIEFLKRTPAFLPGTRKIIGVLDKEVLEGKIQWCKGPEAFKQQLDSFLLEAALHGEEY
                     YHKVTSKLKAQCPVLDIQPWGVVKLRAYTACMMI"
     3'UTR           7376..7709
ORIGIN      
[bookmark: sequence_PP072257.1]        1 tttgaaagcc gggtgcatgc atagccattt tccagcacag gttcagctgg tatggcatgc
       61 acgcatcgac tgcttggggg tgtccctgac ccccttaatt caacgtctag cccacgacac
      121 gggcacccta tccaatttgt atccctttac ctcctatgga cagacttgta tggatttgga
      181 tctaaattgg attatccttt atttgtggtg gttagccaac catgctctgg tgcaatgatt
      241 ctatatgttc atctggttaa gtgccgacct aggaggtggt gctgaaatat tgcaagccac
      301 tagtatcgtt acacttggcc tttgggtatg tgggattaat tgcattctgt acagaggaag
      361 gctagtctat accttgggct aatggtcttt gttgtgaaac ggattaccgg tagtagcatc
      421 ttagactacc aaggttgtag gtgagtgtgt ggtctagagt aggcacacat ctgtccaggc
      481 acatgtacat tgttacgatt gctccagact agttcctgag ggacagatgt tgtggggggc
      541 ttgggaaaac ccccttaacc tacactgcct gatagggtcg cggctggtcg agttcccaca
      601 cactataata ccagtagatt ttcatgtaat ggatactctt actaaaaaca ttgaagatgc
      661 aacagtcaac atcattggat cttgtgcaga aaaggtggag gaagcaattt caggcctagg
      721 ggcagtggaa agtgtggcat ccactaattc agccattgcc actgccaatg caacaactac
      781 acagacaata ccagacccaa cggaaggttc tactgatgat ttttactcct gttcttatga
      841 agtaggagct caaggggata acatttccag attggtactt ctggtcacag gacagtgggt
      901 tccaaatgat gattattatg cctgcttaca ctggttagca acacctgctt gtttttttca
      961 aaacaacaca caaccagctt atggccagac gcgatatttt aggtttatca gatgtggctt
     1021 tcattttagg ctgcttgtga atgctccctc tggctctgct ggagcactta tgctagtctg
     1081 gatgccctac ccctattgtc gggttttatc tggtactaat cagatccacg caaatgttga
     1141 gagaaggagc ctaatgaacc tgccctatgc catcttggat ctccgcacta acacagaaat
     1201 tgaccttgtg gttccatatg tcaactaccg gaattatgta gagattacaa ccagtgatac
     1261 aactggtggt gctatctgtg tggttgtgtt aggcaagtac cgacatggca atggaacatc
     1321 caacactgta gatttcacat tatttggaga actccttgaa actgatttgc agtgtccccg
     1381 accatttaat aaccagggaa agagaaaacc acgtaggagg cccatccaca aacccaagaa
     1441 tccaccacag gagccaagag tcattattca accgggacct ggggcagcaa acctttcaaa
     1501 ttctagtgtt atagcaatgg ctgaaagtac agctcttgct aatgaaggga cagctgttga
     1561 ctattctaca gctggatgtg catcatctgt tgatgatgta attgtggtcc tacgccgatg
     1621 gcagatttta gcaagtttcc agtggcagtc aactctaact cctagtgctc gaattaatcg
     1681 ctatcaattg gtttttagaa atattccaac attttctctt ttctttgaca aatttcagta
     1741 ctggagaggg tcattggagg ttaaattcat gacatttggc agccagttca acactgggag
     1801 atatcaaatg tcttggtatc caattgctga tggtgaacag agcttggcgc aatgccaaaa
     1861 ttctgtattt gtgactgggg atgtgtgtgc cacacccgtg accctaactc tgccatttac
     1921 atcaactacc tggcgcaaaa gtacaaaaga cccttatgga tatctgatgt ggcatgttgt
     1981 caatcgactc actgtgaatt catcagcccc atccaatatt gcctgcacag tgttactccg
     2041 tgtaggtaaa gattttcagt ttactgcccc actctacgga aatttacaga tgtcaaccaa
     2101 caaccaaggt gactccaacc agttagggga tgatgaacca gtttgtttcc tgaattttga
     2161 gacagctaat gtcccaatac aaggtgaatc tcacactctt gttaaacacc tgtttgggag
     2221 gcagtggttg gttaggactg tgcaacacgc ttcaactgtg caagagttag acctccaagt
     2281 tccagacaga ggacatgcct ctctcattcg gttctttgcc tatttttctg gagagatcat
     2341 tcttaccatt gttaacaatg gtactacacc agcaatggta gcacattcct attctatgga
     2401 tgacctcagc tcagagtatg ctgttacagc aatgggaggt gtgatgattc ctgctaatag
     2461 tgccaaaaat atctctgtac cattctattc tgtgacacca ctcaggccaa ctcgaccaat
     2521 tcctggcaca tcagaagcaa cctttggcag gctgttcatg tggactcaat caggaagtct
     2581 ttcagttttt atgggcctaa aaaagccagc tctctttttt ccactccctg ctcccacttc
     2641 cacagcacta tcacagggat ctaatgttgt tcccacattg aatcagtctg gagatgaagt
     2701 agattgtcac ttttgtgaaa tttgttctaa aatgaagagg atgtggaagc caagaggata
     2761 cttcagattt tgccttagac tcaaaacact agcatttgaa ctcaatttgg aaattgaatc
     2821 tgaccagatt agaaataaga aagatctcac tactgaagga gtggaaccaa acccaggacc
     2881 tatcttggtt gttggcaaat caggaagtgg caagagccga ctttgtaatg ttctagctgg
     2941 tgtagaactc tttgaatcaa aactgtcacc acgttcagtt accatagttc atcaggttga
     3001 gactatcgac attgagggaa agaaggtgac aatagtggat tcacctgaaa caccaaatta
     3061 tgatggcccc atttctgctt ttttttattt gattgaggca ggcaggttca cagctgaaga
     3121 caaggagtac atccaaatga tgagaaaacg ctttccaggc tttgagaaat ccaccatttt
     3181 gattttgaat cgagcagatg aattaaaaac tgatgttgat ataagaaatt gggttaagac
     3241 atctggagag ctggactctc tagtgagagc ctgtgggggg cgtatagcta agtttcaccg
     3301 gcacaaaata aacagggtta agttgttcga gaaagcagcc acccttcctg aatttgtctc
     3361 ccatttgcca agacttgtct ataaggatag aaaaatgtat cgccattatg gtgtacagtg
     3421 tggttctaca gtcttccata tggactcaga gaatattctt gagtcagcat taaatggtga
     3481 agtcacaatc aagcaggaga agtggaatgg caattggaaa ccagcaggtg accacatgca
     3541 gtcaacggcc agcatgtatc tcaaatcaca gagtatgcca aaatttactt tttcaattga
     3601 tgaaaattgt gaaacctggg ctagacattt gttgggtgat tatggggaaa cacaaggtca
     3661 gatttttaag gagaggctca tgtgggctgt agcccttggt ttttttatga caatgaaaat
     3721 cactgcagac caatcatttc caggtaaaga tgcaatacac acagttctta ccaaaatatc
     3781 aaattttatt tttgggggtt tggaaaatga ggttgtccgt gtagtcatca ggactgtgat
     3841 tcgcattgtt tgttatctta ttttgtatat acattctccc aacatagtca caacagggac
     3901 tttggttgct ttgttagctt tagatgccac cagtatgtca atggatcaag gactcaaaac
     3961 tctctgcatg agcctggtgg atggtgattt tggcaaattt tgttcagctt tgttagaaaa
     4021 aatacaaact gttgacgagg ctgatctaaa gaaaactatt ccaaaattca atgacatgtt
     4081 agaggatcaa tctggcaaaa ccacctctcc caaatctttt aatgattgga caacctgtgc
     4141 caaaaatgta caatggtggc ttgaatcatt tgtcaaagtt gtaaattggc ttaaagaaaa
     4201 agtgtttccc tcaaaaactg atccaactct tcaatggctt caggaccatg aagaacatat
     4261 agctatcatg ttggcactgt gtgatgagca cctttgtatg ctaagaactg aaaaagatta
     4321 tatttgtgaa cacaatactc gcccaaaaca tcagcgtttg gttgaaatgg tctctggtac
     4381 attgaaccaa ctccaaggta tttcaagtgc tcgtgaattg gcagctaggc tacagcatgt
     4441 gttgaataaa ctccatcaag tcaattttga gcctgaattg gagtggacac atcgtcctga
     4501 acctcttggt atatggatat ctggtggccc tggtgtcggg aaaagctttt tatcaaatta
     4561 tatcgttaaa gaaatagcca aatcaaagca ttggaagagt tatgccaacc caactggaag
     4621 taagcatatg gatgggtatg tgtcacagga gattcatgtt tttgatgatt ttggtcaaaa
     4681 tcgggaggag gaagactatt ctttaatttg taaccttatt tctagtgttc cattcattac
     4741 tccaaaagca agtgtagaag ctaagggcac ccaatataga ggacgccttg ttgttgtcac
     4801 aaccaataga cgggatttta cttcctgcaa attgactgac ccagatgcac tggaaaggcg
     4861 ctttcctatt cgccttaata tccgaccatt gcaaaagtat aaccacaagg gccgtttgga
     4921 tgtggcaaca gccatgagag atggaagctt gcagggagga acttgctggg aaagggatat
     4981 aggccaatta ggtcttgaat gttggaatcc cataaatggc caaactctaa ttgatgaaat
     5041 tatgagtgag ttgcaggtta ggcaagaagt agcttccttt atgaaccagt ctaaggtgag
     5101 gcgtttctct gacccggaga cactttttag cgatttggaa gatttaaaat tggaatttga
     5161 ttttgaccaa ttggagcaac aagcaaaact ttttgcaaaa ccaaaagaag gaaaaatctc
     5221 taaatttagg gcctgggtta gagactgcac agggaaaatt aagggttttt tggagcgaaa
     5281 tcgggcttgg attcttggta taggaactct tggaaccatt atgtcacttg tgaccatgtg
     5341 tgtcccatta gctagacgct ttgcccagtc aatctattca caacaacctg tggccaaaac
     5401 actccctaaa gatttcaagg tggctgttaa gaaacacatt gaaaaacttg aaactggatt
     5461 ggaagaccag agtgggcgag taaatttcag acatatttgt aatagacttg tgaatgtgag
     5521 caatgaggat gaagtagcca caggtttagc cattggtggg aaaaacgtct tgacatttgg
     5581 acattctaaa tttacacaat tggatgagat tagggacatg caatttaatg caccagctaa
     5641 ggggacccct attacttatg atggagaacc aactgatctc cagttattgg aatgtgacat
     5701 accccatcag ttcaaggatg tgtctaaatt gattgccaca gaggattatc gtggaaatgg
     5761 ctggttggtt tggaaagatc aggaccagta tatggtgcaa gatgtgacaa agattaggcc
     5821 ttttggttct acaacaactg catcaggcac gacatcatgt caaacataca tatataattg
     5881 caagactggg cctggttcct gtggtggtgt gcttgtagct caaattggag gaaatttgaa
     5941 gattcttggg atacacacaa gtggcaatgg cactatggga gcagccaata ggatttttcc
     6001 agtttttaat caaggcaaag ttgtgagcaa acaatatgca gggaagatcc tataccatca
     6061 accccgaaaa actgcatata tgaagtcacc cgtctatgag gactcaccct atgagcccgc
     6121 tgttctttcc atcaatgacc agcgacttgg agtgaagatt gaagacatgg ctaagaaagc
     6181 atctgacaag tatattggca atgtgtttca gcctcctcct gaggctttcc aacttgcaaa
     6241 gacacatgtt gccgaaaagc tgtccagagt cttgggatgt catgacacta tctcatatga
     6301 gtcagctgtg agtagtgatg ttatacctat gaattgggac acttcgcctg gcattaagta
     6361 taagggggaa accaaacgac aattggtgtt gaagtcctca ttcagacagg atgttttaga
     6421 gcaactacag agtccatcca ctgttttcac ttgttatttg aaggatgaac ttcgaaagaa
     6481 ggagaaaatt aaggaaggga aaacaagagg cattgaggct tgtaactttg attacactgt
     6541 ggcttataga atggtgatgg gtgacatcta ttctaacatc tatggtgatt cttttattat
     6601 gtctggctgt gccgttggaa ttaatccttt ttgtgagtgg gataatctgt tggcaaacct
     6661 ccaaccttat aatttgtgtc ttgacttttc tggatttgat ggttctctga gtgcccaaat
     6721 tcttgaagaa gcagtggatg tattgtctta ttttcacaat gatccagcct tagtgaaaag
     6781 aattcatgca ccaactatct attcaactca ttatgtaact gatgagatat ggcaggtaga
     6841 aggaggaatg tgttcaggat ctccatgcac cactgtggtc aattctatcg tgaatcagct
     6901 tgcatgttac accattttag ctgtcttggg ctatgacatc aaccaatgtt atgttgtcag
     6961 ttatggtgat gactgcgttt tgtcagtgcc agaggtgcgc gatatctcaa aactatcgca
     7021 ctatttcaag cttttctttg gcatgacagc aacagctagt gataaagaaa gtgacataac
     7081 ttggctagcc cctatggaga tagaatttct gaagagaact cctgccttcc tcccagggac
     7141 ccgtaaaatt attggtgtcc ttgacaagga agtcttggag gggaagatac agtggtgcaa
     7201 aggaccagaa gcatttaaac agcaacttga ctctttcttg ctggaagcag ctctgcatgg
     7261 agaagaatac tatcataagg taacatctaa gcttaaggcc cagtgccccg tccttgacat
     7321 tcaaccttgg ggtgttgtga aactcagagc atatacagct tgcatgatga tctgaactgt
     7381 tggtttacag gtaccataaa cctgtttttc ctgggtttta gtgttgtggg atacccagga
     7441 gtacacgtaa aacacccact ggctttggag ctgtgccaca tgacacctcc cagcttgaca
     7501 gtgctgtcag aaactgttat ataggaatag gctaaaacta atcaatttac ccccatgatt
     7561 gtttaggtat tagttgttag tatttagtat aagacatttg gtgatataaa gacctcacac
     7621 aatctccact ttctgtgagg accctaagcc aaatgacttc tttttacttt actattccct
     7681 accctaccta aaaaaaaaaa aaaaaaaaa


Avihepatovirus A1 isolate WKX01/SD/China/2021, complete genome   GenBank: PP072257.1   FASTA   Graphics     Go to:   LOCUS       PP072257                7709 bp    RNA     linear   VRL 22 - JAN - 2024   DEFINITION  Avihepatovirus A1 isolate WKX01/SD/China/2021, complete genome.   ACCESSION   PP072257   VERSION     PP072257.1   KEYWORDS    .   SOURCE      avihepatovirus A1 (DHAV - 1)      ORGANISM   avihepatovirus A1                Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes;                Picornavirales; Picornaviridae; Paavivirinae; Avihepatovirus;                Avihepatovirus A.   REFERENCE   1  (bases 1 to 7709)      AUTHORS   Li,J.T., Li,Y.F., Yu,K.X., Hu,F. and Huang,B.      TITLE     Direct Submission      JOURNAL   Submitted (02 - JAN - 2024) Key Laboratory of Poultry Diseases,                Shandong Academy of Agricultural Sciences, No. 1 Jiaoxiao Road,                Jinan, Shandong 250023, China   COMMENT     ##Assembly - Data - START##                Sequencing Technology :: Sanger dideoxy sequencing                ##Assembly - Data - END##   FEATURES             Location/Qualifiers         source          1..7709                         /organism="avihepatovirus A1"                         /mol_type="genomic RNA"                         /isolate="WKX01/SD/China/2021"                         /host="duck"                         /db_xref="taxon: 1006061 "                         /geo_loc_name="China"                         /collection_date="2022"         5'UTR             1..526         CDS               527..7375                         /codon_start=1                         /product="polyprotein"                         /protein_id=" WRW10500.1 "                         /translation="MLWGAWENPLNLHCLIGSRLVEFPHTIIPVDFHVMDTLTKNIED                         ATVNIIGSCAEKVEEAISGLGAVESVASTNSAIATANATTTQTIPDPTEGSTDDFYSC                         SYEVGAQGDNISRLVLLVTGQWVPNDDYYACLHWLATPACFFQNNTQPAYGQTRYFRF                         IRCGFHFRLLVNAPSGSAGALMLVWMPYPYCRVLSGTNQIHANVERRSLMNLPYAILD                         LRTNTEIDLVVPYVNYRNYVEITTSDTTGGAICVVVLGKYRHGNGTSNTVDFTLFGEL                         LETDLQCPRPFNNQGKRKPRRRPIHKPKNPPQEPRVIIQPGPGAANLSNSSVIAMAES                         TALANEGTAVDYSTAGCASSVDDVIVVLRRWQILASFQWQSTLTPSARINRYQLVFRN  

