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                     /isolate="CDCCZ2-21"
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                     /lat_lon="9.35 N 75.97 W"
                     /altitude="2 m"
                     /collection_date="25-Sep-2012"
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                     /codon_start=1
                     /product="envelope protein"
                     /protein_id="AJW67514.1"
                     /translation="FNCLGMSNRDFLEGVSGATWVDLVLEGDSCVTIMSKDKPTIDVK
                     MMNMEAANLAEVRSYCYLATVSDLSTKAACPTMGEAHNDKRADPAFVCRQGVVDRGWG
                     NGCGLFGKGSIDTCAKFACSTKAIGRTILKENIKYEVAIFVHGPTTVESHGNYSTQAG
                     ATQAGRFSITPAAPSYTLKLGEHGEVTVDCEPRSGIDTNAYYVMTVGTKTFLVRREWF
                     MDLNLPWSSAGSTVWRNRETLMEFEEPHATKQSVIALGSQEGALHQALAGAIPVEFSS
                     NTVKLTSGHLKCRVKMEKLQLKGTTYGVCSKAFKFLGTPADTGHGTVVLELQYTGTDG
                     PCKVPISSVASLNDLTPVGRLVTVNPFVSVATANAKVLIELEPPFGDSYIVVGRGEQQ
                     INHHWHKSGSSIGKAFTTTLKGAQRLAALGDTAWDFGSVGGVFTSVGKAVHQVFGGAF
                     RSLFGGMSWITQGLLGALLLWMGINARDRSIALTFLAVGGVLLFLSVNVHA"
ORIGIN      
[bookmark: sequence_KM212944.1]        1 ttcaactgcc ttggaatgag caacagagac ttcttggaag gagtgtctgg agcaacatgg
       61 gtggatttgg ttctcgaagg cgacagctgc gtgactatca tgtctaagga caagcctacc
      121 atcgatgtga agatgatgaa tatggaggcg gccaacctgg cagaggtccg cagttattgc
      181 tatttggcta ccgtcagcga tctctccacc aaagctgcgt gcccgaccat gggagaagct
      241 cacaatgaca aacgtgctga cccagctttt gtgtgcagac aaggagtggt ggacaggggc
      301 tggggcaacg gctgcggact atttggcaaa ggaagcattg acacatgcgc caaatttgcc
      361 tgctctacca aggcaatagg aagaaccatc ttgaaagaga atatcaagta cgaagtggcc
      421 atttttgtcc atggaccaac tactgtggag tcgcacggaa actactccac acaggctgga
      481 gccactcagg cagggagatt cagcatcact cctgcggcgc cttcatacac actaaagctt
      541 ggagaacatg gagaggtgac agtggactgt gaaccacggt cagggattga caccaatgca
      601 tactacgtga tgactgttgg aacaaagacg ttcttggtcc gtcgtgagtg gttcatggac
      661 ctcaacctcc cttggagcag tgctggaagt actgtgtgga ggaacagaga gacgttaatg
      721 gagtttgagg aaccacacgc cacgaagcag tctgtgatag cattgggctc acaagaggga
      781 gctctgcatc aagctttggc tggagccatt cctgtggaat tttcaagcaa cactgtcaag
      841 ttgacgtcgg gtcatttgaa gtgtagagtg aagatggaaa aattgcagtt gaagggaaca
      901 acctatggcg tctgttcaaa ggctttcaag tttcttggga ctcccgcaga cacaggtcac
      961 ggcactgtgg tgttggaatt gcagtacact ggcacggatg gaccttgcaa agttcctatc
     1021 tcgtcagtgg cttcattgaa cgacctaacg ccagtgggca gattggtcac tgtcaaccct
     1081 tttgtttcag tggccacggc caacgctaag gtcctgattg aattggaacc accctttgga
     1141 gactcataca tagtggtggg cagaggagaa caacagatca atcaccattg gcacaagtct
     1201 ggaagcagca ttggcaaagc ctttacaacc accctcaaag gagcgcagag actagccgct
     1261 ctaggagaca cagcttggga ctttggatca gttggagggg tgttcacctc agttgggaag
     1321 gctgtccatc aagtgttcgg aggagcattc cgctcactgt tcggaggcat gtcctggata
     1381 acgcaaggat tgctgggggc tctcctgttg tggatgggca tcaatgctcg tgataggtcc
     1441 atagctctca cgtttctcgc agttggagga gttctgctct tcctctccgt gaacgtgcat
     1501 gctg
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