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GenBank: Y15162.1
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LOCUS       Y15162                  2774 bp    DNA     linear   BCT 18-APR-2005
DEFINITION  Acinetobacter johnsonii ptp, ptk genes.
ACCESSION   Y15162
VERSION     Y15162.1
KEYWORDS    ptk gene; ptp gene.
SOURCE      Acinetobacter johnsonii
  ORGANISM  Acinetobacter johnsonii
            Bacteria; Pseudomonadati; Pseudomonadota; Gammaproteobacteria;
            Moraxellales; Moraxellaceae; Acinetobacter.
REFERENCE   1
  AUTHORS   Grangeasse,C., Doublet,P., Vaganay,E., Vincent,C., Deleage,G.,
            Duclos,B. and Cozzone,A.J.
  TITLE     Characterization of a bacterial gene encoding an
            autophosphorylating protein tyrosine kinase
  JOURNAL   Gene 204 (1-2), 259-265 (1997)
   PUBMED   9434192
REFERENCE   2  (bases 1 to 2774)
  AUTHORS   Cozzone,A.J.
  TITLE     Direct Submission
  JOURNAL   Submitted (20-OCT-1997) A.J. Cozzone, Institute of Biology and
            Chemistry, of Proteins, CNRS-UPR 412, 7 Passage du Vercors, 69367
            Lyon Cedex 07, FRANCE
[bookmark: comment_Y15162.1][bookmark: feature_Y15162.1]FEATURES             Location/Qualifiers
     source          1..2774
                     /organism="Acinetobacter johnsonii"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:40214"
     gene            91..519
                     /gene="ptp"
     CDS             91..519
                     /gene="ptp"
                     /codon_start=1
                     /transl_table=11
                     /protein_id="CAA75430.1"
                     /db_xref="GOA:O52787"
                     /db_xref="InterPro:IPR000106"
                     /db_xref="InterPro:IPR017867"
                     /db_xref="UniProtKB/Swiss-Prot:O52787"
                     /translation="MQFKNILVVCIGNICRSPMAEYLLKQNYPQLTIHSAGISGMIGY
                     SADEKAQLCMERIGIDMSPHIAKKLNAELLKQADLILVMSQNQQKHIEQTWPFAKGKT
                     FRLGHWQGKNIPDPYQHDQAFFDETSLLIQTCVADWTKHI"
     gene            525..2726
                     /gene="ptk"
     CDS             525..2726
                     /gene="ptk"
                     /experiment="experimental evidence, no additional details
                     recorded"
                     /codon_start=1
                     /transl_table=11
                     /protein_id="CAA75431.1"
                     /db_xref="GOA:O52788"
                     /db_xref="InterPro:IPR002586"
                     /db_xref="InterPro:IPR003856"
                     /db_xref="InterPro:IPR005702"
                     /db_xref="UniProtKB/Swiss-Prot:O52788"
                     /translation="MYVMSQTTNTEDTIDLKELFFSLIAQWKLIALCIILSLICALLY
                     LRATPDTYSVNALVQVEENKGASAALLGDLSSMIEQKQPAQAEIEILKSRLVLGNVIQ
                     HLNLDLKISGTENSFTDRLLSPHHYQTEYQPKSVLFKDDEKVFDIRQFNIPASFRDKK
                     IELRFKDGQFSLTNTQTEQVILTGKTNQSNTLRTADGLWNISIYTQDQLNDVYLIQKQ
                     SLPAAVNNILTNYSVAEKGKLTGILGLNYQGTDKTHITQVLNAILVSYSQQNIERRSA
                     ETAQTLKFLDEQLPELKQQLDVAEREFNKFRQQYNTVDVTKESELFLTQSVTLETQKA
                     QLEQQVAEAGAKYTSEHPVMKQMNAQLGAINKKIGELNATLKELPDLQRRYLQLYREV
                     EVKQQLYTALLNSYQQLRIAKAGEIGNVRIVDTAVEPIEPIAPKKLQILILSIFLGGF
                     LGTLLALLRNMMRSGIKDSTQIENELDLPVYATVPRSPVQESRINILKKKKNIPILAV
                     KNSDDIAIESLRSMRTAIHFALSSARNNLITISGPAPEVGKSFISTNLATILAQSDKR
                     VLIIDADLRRGYLHKYFNLDTQPGLTELLNGQQSLETVIRHTEVPGLSVISRGKSPAN
                     PSELLSSNQFKNLLEQMSEKFDHVIIDTPPVLAVTDGIIISQYTGVNLVIARYAKTQM
                     KELELTLNRFEQAGVKVNGFILNDIQRSSAGYGYGYGYNYAYAYKANKESD"
ORIGIN      
[bookmark: sequence_Y15162.1]        1 tgcctcaggt ttaacacgct ggcaacgtgt catcaatcaa gtcattccat tctcaaacgt
       61 gatttataat attgatcgtg tggggcaata atgcagttca aaaatatttt ggtcgtttgt
      121 ataggtaata tctgtcgtag ccctatggca gagtacctac tcaaacaaaa ttaccctcaa
      181 ctcaccattc attctgcagg catttctggc atgattggat attctgccga tgaaaaagca
      241 cagctttgca tggagagaat tggaattgat atgagtccac atattgccaa aaaactcaat
      301 gcagagctgc ttaaacaagc agatctgatt ttagtcatga gccaaaatca acagaaacat
      361 attgagcaaa catggccatt tgcaaaaggg aaaacgtttc gcttaggtca ttggcaagga
      421 aaaaacattc ctgaccccta tcaacatgat caagcttttt ttgatgaaac ttccctgctt
      481 atacaaacgt gtgtagcaga ttggactaaa catatttaac attgatgtac gttatgagcc
      541 aaactacaaa tacagaagat actattgatt taaaagaatt atttttctca ttgatcgcac
      601 aatggaagtt aattgcgctg tgtatcattt tgagtttaat ttgcgcccta ctatacttaa
      661 gagcaactcc agatacctat tcagtcaacg ccttggtaca agtagaagaa aataaagggg
      721 cttctgcagc tttattaggt gacctatcga gcatgattga gcagaagcaa cctgctcaag
      781 cagaaatcga aattttaaaa tcgcgtttgg tattgggcaa tgtcattcaa catttgaatt
      841 tagatcttaa aatttcgggc acggaaaatt catttactga tcgtctatta tctccacacc
      901 attatcaaac agagtaccag ccgaaatcgg tgctgtttaa agatgatgaa aaagtattcg
      961 atattcgcca gtttaatata ccagcaagtt tccgtgataa gaaaattgaa cttcgcttta
     1021 aagatggtca gtttagttta acgaatacac aaactgaaca agtcatttta acaggaaaaa
     1081 cgaaccaatc gaatacctta cgtacagcgg atggcttgtg gaatatttct atttatacac
     1141 aagaccagct gaatgatgtt tatctcattc aaaaacaatc tctaccagct gctgtcaata
     1201 atatcttgac aaattattca gtcgcagaaa aaggaaagtt aacaggtatt cttgggctca
     1261 attatcaagg tacagacaaa actcatatta cccaagtact caatgctatt ctggtttctt
     1321 atagtcaaca aaacattgaa cgtcgttcag ctgaaacagc gcaaacactt aaattcttag
     1381 atgaacaact accagagctg aaacaacaac ttgatgtagc agagcgtgaa ttcaataaat
     1441 ttcgccaaca atacaacact gtagatgtca ctaaagaatc tgagttattt ttaacccaaa
     1501 gcgtaacctt agagacacaa aaagcacaac ttgaacaaca agtggctgaa gctggtgcca
     1561 aatatacttc tgaacatcca gtcatgaagc aaatgaatgc gcaactagga gctattaata
     1621 aaaaaattgg ggagttaaat gcgacattaa aagaactgcc agatttacaa cgtcgttatt
     1681 tacagcttta ccgtgaagtt gaagtcaaac agcaattata tactgcccta cttaactctt
     1741 atcaacagct acgtattgct aaagcaggtg agattggtaa tgttcgaatt gtcgatacag
     1801 ctgtggaacc aattgaacca attgcaccaa aaaaactaca gattttaatt ctatctattt
     1861 tcttgggtgg tttcctaggt acgctcttgg cattattacg taatatgatg cgttcaggga
     1921 tcaaagactc cactcaaatt gaaaatgagt tggatctgcc cgtgtatgca acggttcctc
     1981 gttcacctgt acaagaaagc cgtattaata ttttaaagaa gaaaaagaat attcctattc
     2041 tggctgttaa aaatagtgat gatatcgcta ttgagagctt aagaagtatg cgtacagcca
     2101 ttcatttcgc gctaagctct gcccgaaata atctgatcac aatttcaggt ccagctccag
     2161 aagttggtaa atcctttatc tcaaccaact tagccacaat tttggcacaa agtgacaaac
     2221 gtgtattaat catagacgca gacttacgtc gcggttattt acacaagtat tttaatctcg
     2281 acacacaacc tggcttaaca gagttactca atggtcaaca aagtttagaa acagtcattc
     2341 gtcatacaga agtacctggc ttaagtgtaa tttctcgcgg gaaaagtcct gcgaatcctt
     2401 ctgaactact aagctctaac cagttcaaaa atctattaga gcaaatgtca gagaaatttg
     2461 atcatgtgat tatcgatact ccaccagtct tagccgtgac ggatggcatc attatttctc
     2521 aatacacagg ggttaactta gtgattgccc gttatgcgaa aactcagatg aaagagttgg
     2581 aattaaccct gaatcgtttt gaacaagctg gtgtgaaagt caatggattc attctaaacg
     2641 atattcaacg ttcaagtgca ggctatggct atggctatgg ctataactat gcttatgcct
     2701 ataaagccaa taaagaatca gactaaatac atcctctaac cgataaaaag ccagaacttg
     2761 atttctggct tttt
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