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LOCUS Y15162 2774 bp DNA linear BCT 18-APR-
2005

DEFINITION Acinetobacter johnsonii ptp, ptk genes.

ACCESSION Y15162

VERSION Y15162.1
KEYWORDS ptk gene; ptp gene.
SOURCE Acinetobacter johnsonii

ORGANISM Acinetobacter johnsonii

Bacteria; Pseudomonadati; Pseudomonadota; Gammaproteobacteria;
Moraxellales; Moraxellaceae; Acinetobacter.
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REFERENCE 2 (bases 1 to 2774)
AUTHORS Cozzone,A.J.
TITLE Direct Submission
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FEATURES Location/Qualifiers
source 1..2774
/organism="Acinetobacter johnsonii"
/mol type="genomic DNA"
/db_xref="taxon:40214"

gene 91..519
/gene="ptp"

cDs 91..519
/gene="ptp"

/codon_start=1

/transl table=11

/protein id="CAA75430.1"
/db_xref="GOA:052787"
/db_xref="InterPro:IPR000106"
/db_xref="InterPro:IPR017867"
/db_xref="UniProtKB/Swiss-Prot:052787"
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https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000106
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR017867
https://www.uniprot.org/uniprot/O52787

/translation="MQFKNILVVCIGNICRSPMAEYLLKQONYPQLTIHSAGISGMIGY

SADEKAQLCMERIGIDMSPHIAKKLNAELLKQADLILVMSQONQQOKHIEQTWPFAKGKT
FRLGHWQGKNIPDPYQHDQAFFDETSLLIQTCVADWTKHI"

gene 525..2726
/gene="ptk"

cDS 525..2726
/gene="ptk"

/experiment="experimental evidence, no additional details

recorded"

/codon_start=1

/transl table=11

/protein id="CAA75431.1"

/db_xref="GOA:052788"

/db_xref="InterPro:IPR002586"

/db_xref="InterPro:IPR003856"

/db_xref="InterPro:IPR005702"

/db_xref="UniProtKB/Swiss-Prot:052788"
/translation="MYVMSQTTNTEDTIDLKELFFSLIAQWKLIALCIILSLICALLY
LRATPDTYSVNALVQVEENKGASAALLGDLSSMIEQKQPAQAEIEILKSRLVLGNVIQ
HLNLDLKISGTENSEFTDRLLSPHHYQTEYQPKSVLFKDDEKVEFDIRQFNIPASFRDKK
IELRFKDGQFSLTNTQTEQVILTGKTNQSNTLRTADGLWNISIYTQDQLNDVYLIQKQ
SLPAAVNNILTNYSVAEKGKLTGILGLNYQGTDKTHITQVLNAILVSYSQONIERRSA
ETAQTLKFLDEQLPELKQQLDVAEREFNKFRQQYNTVDVTKESELFLTQSVTLETQKA
QLEQQVAEAGAKYTSEHPVMKOMNAQLGAINKKIGELNATLKELPDLORRYLQLYREV
EVKQQLYTALLNSYQQLRIAKAGEIGNVRIVDTAVEPIEPIAPKKLOQILILSIFLGGE
LGTLLALLRNMMRSGIKDSTQIENELDLPVYATVPRSPVQESRINILKKKKNIPILAV
KNSDDIAIESLRSMRTATIHFALSSARNNLITISGPAPEVGKSFISTNLATILAQSDKR
VLIIDADLRRGYLHKYFNLDTQPGLTELLNGQQSLETVIRHTEVPGLSVISRGKSPAN
PSELLSSNQFKNLLEQMSEKFDHVIIDTPPVLAVTDGIIISQYTGVNLVIARYAKTQM

KELELTLNRFEQAGVKVNGFILNDIQRSSAGYGYGYGYNYAYAYKANKESD"
ORIGIN
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2641 atattcaacg ttcaagtgca ggctatggct atggctatgg ctataactat gcttatgcct
2701 ataaagccaa taaagaatca gactaaatac atcctctaac cgataaaaag ccagaacttg

2761 atttctggct tttt



