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gene, strain Bt9601.
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REFERENCE 1
AUTHORS Staats,M., van Baarlen,P. and van Kan,J.A.L.
TITLE AFLP analysis of genetic diversity in populations of Botrytis
elliptica and Botrytis tulipae from the Netherlands
JOURNAL Eur. J. Plant Pathol. 117 (3), 219-235 (2007)
REFERENCE 2 (bases 1 to 3540)
AUTHORS Staats, M.
TITLE Direct Submission
JOURNAL Submitted (27-FEB-2006) Staats M., Laboratory of Phytopathology,
Wageningen university, Binnenhaven 5, 6709 PD, NETHERLANDS
FEATURES Location/Qualifiers
source 1..3540
/organism="Botrytis tulipae"
/mol type="genomic DNA"
/strain="Bt9601"
/db_xref="taxon:87230"
gene <1..85
/gene="28S rRNA"
TRNA <1..85
/gene="28S rRNA"
/product="28S ribosomal RNA"
misc feature 86..3503
/note="intergenic spacer, IGS"
gene 3504..>3540
/gene="18S rRNA"
TRNA 3504..>3540
/gene="18S rRNA"


https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1#goto133917353_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=87230
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=87230
https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1?from=1&to=85
https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1?from=1&to=85
https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1?from=86&to=3503
https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1?from=3504&to=3540
https://www.ncbi.nlm.nih.gov/nuccore/AM233399.1?from=3504&to=3540

ORIGIN

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461

/product="18S ribosomal

aattgtgcta

taagccgtcc
cttctgaagg
gtagaaaata
tgattagtgt
tgtggaagta
gggtagatta
cgtggcttta
agtaatcagc
aatttttgct
ggaagatgtg
gggggttgat
ctcgtagtag
aaatcaattg
agtaaaagaa
tataaattag
acttagatta
gatggttgag
tcgattcagt
tgtctataac
cccccecggtga
tcttttttta
agaattttcg
cctccecggtg
tattaaggtt
agcataggct
ctggttaggg
actactaaga
tgtagataat
ataggcttca
aaagctatag
ttatcggaaa
atattatatg
ataataaaaa
ctgaattata
aaaggattca
ggtgatcttt
ctaattgggt
cgatattaat
gtgaaaaaaa
ggatgaaatc
ggtgggttga

cacggtcctg
atagcctaga
gattttagtg
taaggtcacc
ttttctctga
cgtagccgcg
ttcctggcect
ccgtggtaat
tagctttact
cgagatatcg
agttgtaatc
cattttgtat
agaagataca
taggagatag
ttatagtatg
agaatgcgtg
ttactgtatc
gtattagagg
attgtagtat
ttccaacatg
cccccatgceg
attttttttt
aaatattgca
aactcgatag
cccggtgage
atagaagccc
gtcagggtta
tatataattt
aggctcttat
ttttaggggt
gctatagtag
tcttectttgt
tattattcat
cagtaaaacc
agagctagcg
ttttttttte
ctttaggcta
atatagctat
gaaaatttcc
tatcaatagc
aattgtacgt

agcctcaaag

taagtagtag
tttgattata
aattaaccga
gggagcaaac
ttactctatg
agtgatgaga
ggtcagttta
taagaaagct
atatactatg
aatttgttcc
cgattaaatg
cttcatcccce
gtgtgaaaag
gcttataaga
aattagtgat
taaaatgtag
aatgtgagtg
ggctttgcga
tgaattgata
tatagatact
cgatacgggc
ctcttttcga
cccggtgagt
gattaaatct
tcccggtgag
taatgatcag
ggctctccta
catcaaaact
aggcttttat
aatagcttat
tgagatcacc
ataggaaaat
atgaattata
tttatagggg
catttgaaag
aagacttatt
ggcgggagcece
agtctatagg
aagtactcac
gattttgcac
agagaaccta

aaaagtaaaa

RNA™

agtagccttg
aaaatctccc
tttctctctg
caatcaatca
ggcccggtga
gagagtaagt
agacctgctt
accggtgagce
cgagtaaggt
cggtgaccct
ttactaccgg
ggtgagccat
caatttctcg
aaggagtcaa
ataaataaag
ataaaagtaa
taaaagtagt
gtatctgagc
acgaggtctt
tgtaatggct
g9999999cg
tattttcgaa
attttatagg
caattcctgg
ctttcattag
tcctaagccce
cagggaatta
taatcaaatg
aattctaaat
aagtaagtcc
gatataaaag
aataaaagta
tatcactaag
tttatttgag
ccctagtcaa
tataggcatt
tgtaatataa
ggtttccgta
tctgagtggt
gtaaaataat
cagataagga

ttctttaatt

ttgttacgat

atttttagct
gaggagtcgg
catgcatata
ggtctacaaa
agtaatccta
agaagtcatc
tccttgtttg
actaccggtg
agatcatctt
tgaacccgac
gtatatatat
gaaacagtat
tgggtatata
aatgtaaatg
tattgaaaat
tcgactgagt
atgattggag
ataggcttta
tcttgtgact
tggccttggg
ttcttagaag
gtgtgaaagt
tgaagttatt
ctttagtata
taaaaagggt
gggttaggag
aatttcgaaa
taactcccgg
cggtgagctc
ctcaccggta
agaaagtttt
attctctttt
tctataaaag
ataagtacag
aagagcctat
tcaaagtgca
ttatttatta
ttttcgaaac
ttgtcggaaa
gtcgatgggt
aggcttactc

ctactgaggg
tgtctacagg
ttatgttcat
atatataagt
atatttgcaa
acgataaccc
taggcttgac
aagctgtata
agtagcctat
gtaatgaata
taataatttt
acttagcttt
ttacttgatg
gaggatgaga
cttgaacgaa
tgaataatat
atgttaggcg
ggcctttagt
cttggggtag
tcgagcgcta
cggaaatttt
ggaacacggt
ctataagtac
tttaatgtat
aaagcctatg
tctaaataac
cgataataat
actctcttta
tgagcttttt
tcttaggctt
ataaaacaat
aattttaata
tattctgttt
aaagtgaact
tcgcattttg
aatagctccc
cccggtgage
agagcgacaa
ctttttatta
ttattttttc
atatgaatgg
ttctaagagc



//

2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481

ttcaacacat
cctatgtagt
agcgttacag
ttcaaacaat
agcaactcca
gtaatactct
tcagtctgga
ataggattca
attgaaagcg
aaactattct
gacgtcctgt
gctataccta
taagcgaaag
tctgaactct
atagacttct
cgtttcctca

gggatgcgaa

aataggcact
gttaatatga
gtgatatcag
tgaggaggaa
aagattgaat
atagaccctt
aagacctagg
ggatagtcaa
tggtatcaca
acactgtaat
cagcttcggce
ttcctagaca
gtatcctcct
gtgcggtaga
gaaacaagtt
cccaagttaa

gccttaagat

tatgcctgcecc
aaggatagtg
ttagaggtct
gtctgaaaag
gaattaacta
ttggggttct
acacgcattg
aactcccagt
taaattgtga
ccgcataaag
ttggcaggct
tttgggggta

cctgaggggce
ccgtcecctttg

ttcttaatgt
caactctacc

agttacctgg

tcattcacac
atatttccta
tcgaactata
gcaactagca
gcgttgacag
atatcattga
cacgtagcga
acttgggtgce
cgcccctcag
cttaggcttg
ctgttggagt
agcccaagct
ttatatagca
gggaacgtag
ctagcgatta
ccctctaggg
ttgattctgce

tgctaagcct
cctattgtat
agtcgttgat
cgcacgcata
actactatat
ataataccac
ctctttatta
tgtatccgceg
aatatcacag
gattatggtt
ctgtggatta
aataaccgct
ctctgcgatg
tgaaggcaaa
ggaggcgttc
ggttcggcct
cagtagtcat

gaaaataaag
tagcctatat
taaggttaga
gcacgcacgt
ataggtgaag
tagtaaagag
gggacaagaa
acctattgat
gcgcatggat
tagggtagcc
gtggccgatg
tctggcgtga
acacctagtg
tggataatca
tgtaatggga
agcatctctc

atgcttgtct



