
Strongyloides stercoralis cytochrome c oxidase subunit I gene, mitochondrial 

gene encoding mitochondrial protein, partial cds 

GenBank: U57039.1 

FASTA Graphics  

Go to: 
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DEFINITION  Strongyloides stercoralis cytochrome c oxidase subunit I gene, 

            mitochondrial gene encoding mitochondrial protein, partial cds. 

ACCESSION   U57039 

VERSION     U57039.1 

KEYWORDS    . 

SOURCE      mitochondrion Strongyloides stercoralis 

  ORGANISM  Strongyloides stercoralis 

            Eukaryota; Metazoa; Ecdysozoa; Nematoda; Chromadorea; Rhabditida; 

            Tylenchina; Panagrolaimomorpha; Strongyloidoidea; Strongyloididae; 

            Strongyloides. 
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FEATURES             Location/Qualifiers 

     source          1..650 

                     /organism="Strongyloides stercoralis" 

                     /organelle="mitochondrion" 

                     /mol_type="genomic DNA" 

                     /db_xref="taxon:6248" 

     CDS             <1..>650 

                     /note="reading frame corresponds to Ascaris suum sequence, 

                     GenBank Accession Number X54253" 

                     /codon_start=3 

                     /transl_table=5 

                     /product="cytochrome c oxidase subunit I" 

                     /protein_id="AAB71721.1" 

                     /translation="IYLIFGLWAGMIGSTLSMIIRIELSKPGMFIGDGQLYNSILTAH 

                     AILMIFFMVMPSMIGGFGNWMVPLMLGAPNMSFPRLNNISFWLLPASIFLVFLACFVD 
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                     NGLGTSWTIYPPLSTSGHPGSSVDLAIFSLHLSGISSILGGINFMCTIKNLRSSSVSL 

                     NNMSLFIWTIFVTVFLLVLSLPVLAGAITMLLIDRNFNGSIFDPSFGGKVKIYQHL" 

ORIGIN       

        1 gtatttattt aatttttggt ttatgggctg gtatgattgg ttctactctt tctataatta 

       61 ttcgtatcga gttaagtaag cctggtatat ttattggaga tggtcaattg tataattcta 

      121 ttttaactgc tcatgctatt ttgataattt tttttatggt tatacctagt ataattggtg 

      181 gttttggtaa ttgaatggtt cctttaatat taggtgcacc taatatgagt tttcctcgat 

      241 taaataatat tagtttttga ttattacctg cttctatttt cttagttttt ttggcttgtt 

      301 ttgttgataa tggtttaggt actagttgaa ctatttatcc tcctttatct acttcaggtc 

      361 atcctggttc tagtgttgat ttggctattt ttagtttaca tctttctggt attagttcta 

      421 ttttaggtgg tatcaatttt atgtgtacta ttaaaaattt gcgttctagt tctgtttctc 

      481 ttaataatat gagtttattt atttgaacta tttttgttac tgttttttta ttggttttgt 

      541 ctttacctgt tttagctggt gctattacta tgttgttaat tgatcgtaat tttaatggtt 

      601 caatttttga tcctagtttt ggaggaaagg ttaaaattta tcagcatttg 
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