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[bookmark: comment_KF623540.1][bookmark: feature_KF623540.1]FEATURES             Location/Qualifiers
     source          1..2637
                     /organism="Onion yellow dwarf virus"
                     /mol_type="genomic RNA"
                     /isolate="27.T.Se"
                     /host="Allium cepa; variety: Cipolla Rossa di Tropea"
                     /db_xref="taxon:43130"
                     /geo_loc_name="Italy: Calabria"
                     /collection_date="May-2013"
     CDS             <1..2430
                     /codon_start=1
                     /product="polyprotein"
                     /protein_id="AHI62690.1"
                     /translation="NIAWGSLEIRDAAPEPIFKTTKLISDLINSVSFQSSEHTWLTKH
                     LNNNLKVVGSCPGVLITKHIIKGRCPMFQLYLTTNEAAKSYFQPLLGHYGKSMLNKQA
                     YVKDFTKYASVIETGVVDTDLFEASIIDVVTILTRGGMSKCNYITETMDIINSLNMKS
                     AVGALHGGKEKEYFSDYQEADFDKLLEASCKRLYLGKMGIWNGSLKAEIRSIEKIALN
                     KTRSFTAAPIETLLGGKVCVDDFNNKFYSCNLAIPSTVGITKFYRGWHNMLSALPENW
                     VYCDADGSRFDSSLTPYLLNAVLAIRLEFMEDWDIGKQMLSNLYTEIIYTAIATPDGS
                     VIKKFKGNNSGQPSTVVDNTLMVMLSVQYALRKCGISMTEQDDVIKYFCNGDDLLIAV
                     HPNHEEILDHFKQHFQELGLDYDFSNRSRSKEDVYFMSHRGLLRDGIYIPKLDMERIV
                     SILEWDRADKPEHRMEAICAAMIEAWGYPELLHEIRKFYQWLLEQAPYNQIAQSGKAP
                     YIAETALRKLFTNVDASEEELVKYHEMYETLNNEIEVCKVVRYQAGPGEDAAAQSSTT
                     KQVAKQKDKDVDAGTTGKFSVPRIKALSDKMRFPKVGKNVVLNAEHLLTYKPEQIELY
                     NTRATLRQFENWYMAIKKEYDVDDEQMKIILNGLMVWCIENRTSPNLTGNWTMMDGEE
                     QVEYPLAPLLGNAKPTFRQIMAHFSDAAEAYIEYRNATEKYMPRYGLQRNLTELSLAR
                     YAFDFYEMTSKTPTRAKEAHMQMKAAAVRGAANRLFGLDGNVNTTEEDTERHTAADVN
                     KHQHTLLGIKM"
     mat_peptide     <1..102
                     /product="NIa protein"
     mat_peptide     103..1656
                     /product="NIb protein"
     mat_peptide     1657..2427
                     /product="CP protein"
ORIGIN      
[bookmark: sequence_KF623540.1]        1 aacattgcat ggggatcact tgagattaga gatgccgcgc cggaaccgat attcaaaaca
       61 actaaattaa ttagtgattt gatcaatagc gtttcatttc agtcaagcga acatacgtgg
      121 ttaacgaaac acctgaacaa taacttaaag gtagttggct catgtcctgg agttttaatc
      181 acaaagcata taattaaggg taggtgtccg atgtttcaac tgtatttaac cacgaacgaa
      241 gcagccaaat cttattttca accattacta ggacattatg gaaagagtat gttgaataaa
      301 caggcgtacg taaaggattt cacaaaatac gcgagcgtaa ttgagacagg agttgttgac
      361 actgaccttt ttgaggcttc tattattgat gtcgttacta ttcttacaag aggtggtatg
      421 tctaagtgta actatatcac tgaaactatg gatataatca actctctcaa tatgaaatcg
      481 gcagttgggg cattgcatgg tgggaaggag aaagaatact tttctgatta tcaagaagcc
      541 gattttgata agttgctaga agcaagctgc aagaggttat atcttgggaa gatgggcatc
      601 tggaatggat ctttaaaagc tgagattcga tcaatagaga aaatcgcact aaacaaaact
      661 cgatcattca cagcggcacc catagaaacg ttgcttggtg gtaaggtgtg tgtagatgac
      721 ttcaataata aattttatag ttgtaatcta gcaataccat caacagttgg aattactaag
      781 ttttacagag gctggcacaa tatgttatca gcacttccag agaattgggt gtattgtgat
      841 gctgatgggt ctaggttcga tagttcattg acaccatatt tattgaatgc ggtgctggcg
      901 attcgcttgg agtttatgga agattgggat ataggtaagc aaatgttgag caacttatat
      961 accgaaatta tttatacggc aattgcaaca ccagatggtt cagttattaa gaaattcaaa
     1021 ggaaacaata gtggtcaacc atcgacagtt gttgataata cactgatggt tatgttaagt
     1081 gttcaatatg cgctcaggaa atgtggaata tctatgactg aacaagacga tgttattaag
     1141 tatttttgta atggcgatga cctactgata gcagtgcatc caaaccatga ggaaatacta
     1201 gatcacttta agcagcactt ccaagaacta ggtttagatt acgatttctc gaacagaagt
     1261 agatcgaaag aggacgtgta ctttatgtcc catagagggc tactgaggga tggtatttat
     1321 ataccaaaat tggacatgga acgtatagta tctattttag agtgggatag agcagataag
     1381 cctgaacatc ggatggaagc tatatgcgca gctatgattg aagcatgggg atatcccgaa
     1441 ttattacacg aaatacggaa attctaccag tggttgttag aacaggcccc atataatcaa
     1501 atagcccaaa gcggaaaagc accatacata gcagagacag ccttgagaaa attgtttaca
     1561 aacgtagacg caagtgagga agagttggtg aagtatcatg agatgtatga gacactcaac
     1621 aacgaaattg aggtttgtaa agtagtgcga taccaagccg gcccagggga ggatgcagca
     1681 gcacaatcaa gcacaacgaa gcaggtcgcc aagcagaagg ataaggatgt ggatgcagga
     1741 acaactggga agttttcagt gccaaggatt aaggcattat ccgataagat gagattccct
     1801 aaagttggaa agaatgttgt actaaacgcc gaacatttat tgacatacaa accagagcaa
     1861 attgaattgt ataacacaag agcaactcta cgccaatttg aaaactggta tatggcaatt
     1921 aagaaggagt acgatgtcga tgatgagcaa atgaaaatca tacttaatgg tctgatggtg
     1981 tggtgcatag aaaatagaac gtctccaaat ttgaccggaa attggactat gatggatgga
     2041 gaggaacaag ttgagtatcc actcgcacca ctactgggta atgcaaaacc gacattcaga
     2101 caaattatgg cacatttcag tgatgcagct gaagcataca ttgaataccg aaatgccaca
     2161 gaaaaataca tgccccggta cggacttcag cgaaatttaa cagaattgag tttagcacgt
     2221 tacgcattcg acttttatga aatgacttct aaaaccccaa caagggctaa ggaggcacac
     2281 atgcagatga aggcggcagc ggttagaggg gcagctaatc gtttgtttgg cctggatggt
     2341 aacgtaaaca ctacggaaga ggacacggaa agacatacag ccgctgatgt aaacaagcac
     2401 cagcacactt tactcgggat caaaatgtga tatcggttgt atgtttttag ttttatatat
     2461 atattatata aaaacgcact tagtatgtat tccttttcat ttcgtttaac ctgactttga
     2521 gcaacgaaac gtggtgtacc actagttgtg gcaaacgata cggttaaaca tttgtgatta
     2581 atgtcgagct tcatgagggt gatgtatcac gggtgaatct tggcgtgaat tacgaag
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