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    1 ggttaagcga ctaagcgtac acggtggatg ccctggcagt cagaggcgat gaaggacgtg
       61 ctaatctgcg ataagcgtcg gtaaggtgat atgaaccgtt ataaccggcg atttccgaat
      121 ggggaaaccc agtgtgattc gtcacactat cattaactga atccataggt taatgaggcg
      181 aaccggggga actgaaacat ctaagtaccc cgaggaaaag aaatcaaccg agattccccc
      241 agtagcggcg agcgaacggg gaggagccca gagcctgaat cagtgtgtgt gttagtggaa
      301 gcgtctggaa aggcgcgcga tacagggtga cagccccgta cacaaaaatg cacatgctgt
      361 gagctcgatg agtagggcgg gacacgtggt atcctgtctg aatatggggg gaccatcctc
      421 caaggctaaa tactcctgac tgaccgatag tgaaccagta ccgtgaggga aaggcgaaaa
      481 gaaccccggc gaggggagtg aaaaagaacc tgaaaccgtg tacgtacaag cagtgggagc
      541 acagagcaat ctgtgtgact gcgtaccttt tgtataatgg gtcagcgact tatattctgt
      601 agcaaggtta accgaatagg ggagccgaag ggaaaccgag tcttaactgg gcgttaagtt
      661 gcagggtata gacccgaaac ccggtgatct agccatgggc aggttgaagg ttgggtaaca
      721 ctaactggag gaccgaaccg actaatgttg aaaaattagc ggatgacttg tggctggggg
      781 tgaaaggcca atcaaaccgg gagatagctg gttctccccg aaagctattt aggtagcgcc
      841 tcgtgaattc atctccgggg gtagagcact gtttcggcaa gggggtcatc ccgacttacc
      901 aacccgatgc aaactgcgaa taccggagaa tgttatcacg ggagacacac ggcgggtgct
      961 aacgtccgtc gtgaagaggg aaacaaccca gaccgccagc taaggtccca aagtcatggt
     1021 taagtgggaa acgatgtggg aaggcccaga cagccaggat gttggcttag aagcagccat
     1081 catttaaaga aagcgtaata gctcactggt cgagtcggcc tgcgcggaag atgtaacggg
     1141 gctaaaccat gcaccgaagc tgcggcagcg acactgtgtg ttgttgggta ggggagcgtt
     1201 ctgtaagcct gtgaaggtgt gctgtgaggc atgctggagg tatcagaagt gcgaatgctg
     1261 acataagtaa cgataaagcg ggtgaaaagc ccgctcgccg gaagaccaag ggttcctgtc
     1321 caacgttaat cggggcaggg tgagtcgacc cctaaggcga ggccgaaagg cgtagtcgat
     1381 gggaaacagg ttaatattcc tgtacttggt gttactgcga aggggggacg gagaaggcta
     1441 tgttggccgg gcgacggttg tcccggttta agcgtgtagg ctggttttcc aggcaaatcc
     1501 ggaaaatcaa ggctgaggcg tgatgacgag gcactacggt gctgaagcaa caaatgccct
     1561 gcttccagga aaagcctcta agcatcaggt aacatcaaat cgtaccccaa accgacacag
     1621 gtggtcaggt agagaatacc aaggcgcttg agagaactcg ggtgaaggaa ctaggcaaaa
     1681 tggtgccgta acttcgggag aaggcacgct gatatgtagg tgaagtccct cgcggatgga
     1741 gctgaaatca gtcgaagata ccagctggct gcaactgttt attaaaaaca cagcactgtg
     1801 caaacacgaa agtggacgta tacggtgtga cgcctgcccg gtgccggaag gttaattgat
     1861 ggggtcagcg caagcgaagc tcttgatcga agccccggta aacggcggcc gtaactataa
     1921 cggtcctaag gtagcgaaat tccttgtcgg gtaagttccg acctgcacga atggcgtaat
     1981 gatggccagg ctgtctccac ccgagactca gtgaaattga actcgctgtg aagatgcagt
     2041 gtacccgcgg caagacggaa agaccccgtg aacctttact atagcttgac actgaacatt
     2101 gagccttgat gtgtaggata ggtgggaggc tttgaagtgt ggacgccagt ctgcatggag
     2161 ccgaccttga aataccaccc tttaatgttt gatgttctaa cgtggacccg tgatccgggt
     2221 tgcggacagt gtctggtggg tagtttgact ggggcggtct cctcctaaag agtaacggag
     2281 gagcacgaag gttggctaat cctggtcgga catcaggagg ttagtgcaat ggcataagcc
     2341 agcttgactg cgagcgtgac ggcgcgagca ggtgcgaaag caggtcatag tgatccggtg
     2401 gttctgaatg gaagggccat cgctcaacgg ataaaaggta ctccggggat aacaggctga
     2461 taccgcccaa gagttcatat cgacggcggt gtttggcacc tcgatgtcgg ctcatcacat
     2521 cctggggctg aagtaggtcc caagggtatg gctgttcgcc atttaaagtg gtacgcgagc
     2581 tgggtttaga acgtcgtgag acagttcggt ccctatctgc cgtgggcgct ggagaactga
     2641 ggggggctgc tcctagtacg agaggaccgg agtggacgca tcactggtgt tcgggttgtc
     2701 atgccaatgg cactgcccgg tagctaaatg cggaagagat aagtgctgaa agcatctaag
     2761 cacgaaactt gccccgagat gagttctccc tgacccttta agggtcctga aggaacgttg
     2821 aagacgacga cgttgatagg ccgggtgtgt aagcgcagcg atgcgttgag ctaaccggta
     2881 ctaatgaacc gtgaggctta acctt
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