Sweet potato feathery mottle virus isolate SPFMV-952 polyprotein gene,

partial cds
GenBank: AF439637.1

FASTA Graphics

Go to:

LOCUS AF439637 1265 bp RNA linear VRL 27-NOV-2001

DEFINITION Sweet potato feathery mottle virus isolate SPFMV-952 polyprotein
gene, partial cds.
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