Bacteroides stercoris ATCC 43183 strain JCM 9496 16S ribosomal RNA, partial sequence
NCBI Reference Sequence: NR_112943.1
[bookmark: EntrezSystem2.PEntrez.Nuccore.Sequence_R]FASTA Graphics 
Go to:
LOCUS       NR_112943               1476 bp    rRNA    linear   BCT 12-MAR-2019
DEFINITION  Bacteroides stercoris ATCC 43183 strain JCM 9496 16S ribosomal RNA,
            partial sequence.
ACCESSION   NR_112943
VERSION     NR_112943.1
DBLINK      Project: 33175
            BioProject: PRJNA33175
KEYWORDS    RefSeq.
SOURCE      Bacteroides stercoris ATCC 43183
  ORGANISM  Bacteroides stercoris ATCC 43183
            Bacteria; Pseudomonadati; Bacteroidota; Bacteroidia; Bacteroidales;
            Bacteroidaceae; Bacteroides.
REFERENCE   1
  AUTHORS   Sakamoto,M., Suzuki,N. and Benno,Y.
  TITLE     hsp60 and 16S rRNA gene sequence relationships among species of the
            genus Bacteroides with the finding that Bacteroides suis and
            Bacteroides tectus are heterotypic synonyms of Bacteroides pyogenes
  JOURNAL   Int. J. Syst. Evol. Microbiol. 60 (PT 12), 2984-2990 (2010)
   PUBMED   20118288
REFERENCE   2  (bases 1 to 1476)
  CONSRTM   NCBI RefSeq Targeted Loci Project
  TITLE     Direct Submission
  JOURNAL   Submitted (23-APR-2014) National Center for Biotechnology
            Information, NIH, Bethesda, MD 20894, USA
REFERENCE   3  (bases 1 to 1476)
  AUTHORS   Sakamoto,M.
  TITLE     Direct Submission
  JOURNAL   Submitted (29-JUN-2009) Contact:Mitsuo Sakamoto RIKEN BioResource
            Center, Microbe Division/ Japan Collection of Microorganisms; 3-1-1
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[bookmark: comment_NR_112943.1]COMMENT     REVIEWED REFSEQ: This record has been curated by NCBI staff. The
            reference sequence is identical to AB510708:1-1476.
[bookmark: feature_NR_112943.1]FEATURES             Location/Qualifiers
     source          1..1476
                     /organism="Bacteroides stercoris ATCC 43183"
                     /mol_type="rRNA"
                     /strain="JCM 9496"
                     /culture_collection="ATCC:43183"
                     /culture_collection="JCM:9496"
                     /type_material="type strain of Bacteroides stercoris"
                     /db_xref="taxon:449673"
     rRNA            <1..>1476
                     /product="16S ribosomal RNA"
ORIGIN      
[bookmark: sequence_NR_112943.1]        1 tggctcagga tgaacgctag ctacaggctt aacacatgca agtcgagggg cagcatcatc
       61 aaagcttgct ttgatggatg gcgaccggcg cacgggtgag taacacgtat ccaacctgcc
      121 gacaacactg ggatagcctt tcgaaagaaa gattaatacc ggatggcata gttttcccgc
      181 atgggatgat tattaaagaa tttcggttgt cgatggggat gcgttccatt aggcagttgg
      241 cggggtaacg gcccaccaaa cctacgatgg ataggggttc tgagaggaag gtcccccaca
      301 ttggaactga gacacggtcc aaactcctac gggaggcagc agtgaggaat attggtcaat
      361 ggacgagagt ctgaaccagc caagtagcgt gaaggatgac tgccctatgg gttgtaaact
      421 tcttttatac gggaataaag tgagccacgt gtggcttttt gtatgtaccg tatgaataag
      481 gatcggctaa ctccgtgcca gcagccgcgg taatacggag gatccgagcg ttatccggat
      541 ttattgggtt taaagggagc gtaggcgggt tgttaagtca gttgtgaaag tttgcggctc
      601 aaccgtaaaa ttgcagttga tactggcgac cttgagtgca acagaggtag gcggaattcg
      661 tggtgtagcg gtgaaatgct tagatatcac gaagaactcc gattgcgaag gcagcttact
      721 ggattgtaac tgacgctgat gctcgaaagt gtgggtatca aacaggatta gataccctgg
      781 tagtccacac agtaaacgat gaatactcgc tgttggcgat atacagtcag cggccaagcg
      841 aaagcattaa gtattccacc tggggagtac gccggcaacg gtgaaactca aaggaattga
      901 cgggggcccg cacaagcgga ggaacatgtg gtttaattcg atgatacgcg aggaacctta
      961 cccgggctta aattgcaact gactgaatcg gaaacggttc tttcttcgga cagttgtgaa
     1021 ggtgctgcat ggttgtcgtc agctcgtgcc gtgaggtgtc ggcttaagtg ccataacgag
     1081 cgcaaccctt acgggtagtt accatcaggt tatgctgggg actctacccg gactgccgtc
     1141 gtaagatgtg aggaaggtgg ggatgacgtc aaatcagcac ggcccttacg tccggggcta
     1201 cacacgtgtt acaatggggg gtacagaagg cagctacacg gcgacgtggt gctaatcccg
     1261 aaagcctctc tcagttcgga ttggagtctg caacccgact ccatgaagct ggattcgcta
     1321 gtaatcgcgc atcagccacg gcgcggtgaa tacgttcccg ggccttgtac acaccgcccg
     1381 tcaagccatg aaagccgggg gtacctgaag tacgtaaccg cgaggagcgt cctagggtaa
     1441 aactggtgat tggggctaag tcgtaacaag gtaacc
//
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