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LOCUS       CP000325                1047 bp    DNA     linear   BCT 30-JAN-2014 

DEFINITION  Mycobacterium ulcerans Agy99, complete genome. 

ACCESSION   CP000325 REGION: 96405..97451 

VERSION     CP000325.1 

DBLINK      BioProject: PRJNA16230 

            BioSample: SAMN02603346 

KEYWORDS    . 

SOURCE      Mycobacterium ulcerans Agy99 

  ORGANISM  Mycobacterium ulcerans Agy99 

            Bacteria; Bacillati; Actinomycetota; Actinomycetes; 

            Mycobacteriales; Mycobacteriaceae; Mycobacterium; Mycobacterium 

            ulcerans group. 
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COMMENT     Source DNA is available from Dr Tim Stinear, Department 

            Microbiology, Monash University, Melbourne, Australia, 

            tim.stinear@med.monash.edu.au; Bacteria are available from Dr 
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            Janet.Fyfe@mh.org.au. 
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FEATURES             Location/Qualifiers 

     source          1..1047 

                     /organism="Mycobacterium ulcerans Agy99" 

                     /mol_type="genomic DNA" 

                     /strain="Agy99" 

                     /isolation_source="human tissue biopsy" 

                     /db_xref="taxon:362242" 

                     /geo_loc_name="Ghana:Ga district" 

                     /collection_date="Jul-1999" 

     gene            1..1047 

                     /locus_tag="MUL_0099" 

     CDS             1..1047 

                     /locus_tag="MUL_0099" 

                     /inference="protein motif:CDD:COG5433" 

                     /note="cytoplasmic protein; 

                     required for the transposition of insertion element 

                     IS2404." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transposase for IS2404" 

                     /protein_id="ABL02865.1" 

                     /translation="MALLAIAVLATAAGMRGYAGFATWAATASDDVLAQLGVRFRRPS 

                     EKTFRAVLSRLDPADLNARMGSYFTAHVASSDPSGLVPIALDGKMLRGALRAKATATH 

                     LVSVFAYRARLVLGQLAVAEKSNEIPCVRALLTLLPGSLRWLVTVDAMHTQVVTAKLI 

                     CATLKSHYLMIVKSNQAKILARITALPWAEVPAAATDDSRGHGRVETRTLQIITAARG 

                     IGFPYAKQIIRITRERLITATDQRSVEVVYAICSLPFEHARPTAIMTWMRQHWGIENS 

                     LHWIRDVTFDEDRHRAHTGNGAQVLATLRNTAINLHRLNGADNIADACRITALTANRR 

                     LDLLNPQFPSSQAC" 

ORIGIN       

        1 atggctttgt tggcgatcgc ggttctggcc actgccgcgg ggatgcgcgg ctatgctggt 

       61 tttgccacat gggcggccac cgcttccgat gatgtgttgg cccaattagg ggtccggttc 

      121 cggcggccca gtgagaagac cttccgcgct gttttgtctc ggctagaccc cgccgacctc 

      181 aacgccagga tgggcagtta cttcactgca cacgtggcca gcagcgaccc cagtggattg 

      241 gtgccgatcg cgttggacgg caagatgctg cgtggtgctt tacgcgccaa agcgacagcc 

      301 acgcatctcg tgtcggtgtt cgcctaccgt gcccgattgg tgctcggtca actcgctgtc 

      361 gccgagaaaa gcaatgaaat tccctgcgta cgtgccctgc tcacgctgct gccgggtagc 

      421 ttgcggtggc tggtcactgt ggatgcgatg catacccagg tcgtcaccgc gaagttgatc 

      481 tgcgccacct tgaagtcgca ctacctgatg atcgtcaagt ccaaccaagc caaaatactt 

      541 gcccgtatca ccgcgctgcc ctgggccgag gtgcccgcag ccgctaccga cgactcccgc 

      601 ggccacggcc gtgtcgagac ccgcaccctg caaatcatca ccgctgcacg aggaatcggc 

      661 ttcccctacg caaaacaaat catccggatc actcgtgaac gcttgatcac cgccaccgac 

      721 cagcgcagcg tggaggtggt ctatgccatc tgcagcctgc cgttcgagca cgcccgccct 

      781 accgcgatca tgacctggat gcgtcaacac tggggaatcg agaacagcct gcactggata 

      841 cgcgacgtca ccttcgacga agaccgtcac agggcacata ccggaaacgg cgcacaggtc 
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      901 ctagcaacgc tacgcaacac cgcgatcaat ctgcaccgcc tcaacggcgc cgacaacatc 

      961 gccgacgcct gccggatcac cgctttgacc gccaaccgcc gcctagacct cctcaatcca 

     1021 caattcccca gctcacaagc ctgctaa 
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