Sweetpotato crinivirus heat shock protein 70 gene, partial cds
GenBank: AF260321.1
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LOCUS AF260321 446 bp RNA linear VRL 26-JUL-2016
DEFINITION Sweetpotato crinivirus heat shock protein 70 gene, partial cds.

ACCESSION AF260321

VERSION AF260321.1
KEYWORDS
SOURCE Sweet potato chlorotic stunt virus

ORGANISM Sweet potato chlorotic stunt virus

Viruses; Riboviria; Orthornavirae; Kitrinoviricota; Alsuviricetes;

Martellivirales; Closteroviridae; Crinivirus; Crinivirus ipomeae.
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/note="HSP70"

/codon_start=3

/product="heat shock protein 70"

/protein id="AAF72191.1"

/translation="MKVLRINGSEFIPTCLSITKSGDVIVGGAAQVLDASQLPYCYFY

DLKRWVGVDRLSFEEIKRKIAPQYSVKLEGNDVLITGIDKGYTCTYTVKQLILLYVDT
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