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LOCUS       AF260321                 446 bp    RNA     linear   VRL 26-JUL-2016 

DEFINITION  Sweetpotato crinivirus heat shock protein 70 gene, partial cds. 

ACCESSION   AF260321 

VERSION     AF260321.1 

KEYWORDS    . 

SOURCE      Sweet potato chlorotic stunt virus 

  ORGANISM  Sweet potato chlorotic stunt virus 

            Viruses; Riboviria; Orthornavirae; Kitrinoviricota; Alsuviricetes; 

            Martellivirales; Closteroviridae; Crinivirus; Crinivirus ipomeae. 

REFERENCE   1  (bases 1 to 446) 

  AUTHORS   Sim,J., Valverde,R.A. and Clark,C.A. 

  TITLE     Sweetpotato crinivirus from Ipomoea batatas cv. White Bunch 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 446) 

  AUTHORS   Sim,J., Valverde,R.A. and Clark,C.A. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (24-APR-2000) Plant Pathology and Crop Physiology, 

            Louisiana State University, 302 Life Sciences Bldg., Baton Rouge, 

            LA 70803, USA 

FEATURES             Location/Qualifiers 

     source          1..446 

                     /organism="Sweet potato chlorotic stunt virus" 

                     /mol_type="genomic RNA" 

https://www.ncbi.nlm.nih.gov/nuccore/AF260321.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AF260321.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/AF260321#goto8099655_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=81931


                     /host="Ipomoea batatas cv. White Bunch" 

                     /db_xref="taxon:81931" 

     CDS             <1..>446 

                     /note="HSP70" 

                     /codon_start=3 

                     /product="heat shock protein 70" 

                     /protein_id="AAF72191.1" 

                     /translation="MKVLRINGSEFIPTCLSITKSGDVIVGGAAQVLDASQLPYCYFY 

                     DLKRWVGVDRLSFEEIKRKIAPQYSVKLEGNDVLITGIDKGYTCTYTVKQLILLYVDT 

                     LVRLFSNVEKLKILSLNVSIPADYKTKQRMFMKSVCESLGFPLRRI" 

ORIGIN       

        1 ctatgaaagt ccttcgaatc aacggatcgg aatttatccc aacgtgttta tctattacta 

       61 agagtggtga tgtaatagtc ggtggtgctg cacaagtgtt agatgcttct caactaccgt 

      121 actgttactt ctacgatcta aaacgatggg ttggggttga taggctgtct tttgaagaaa 

      181 tcaaacgtaa gatagctccc cagtattcgg tcaaattgga aggtaatgat gttctgataa 

      241 ctggtattga taaggggtat acatgtacat atacagttaa acaattaatt cttctttatg 

      301 tagatactct tgttaggttg ttttctaacg ttgagaagct taagatttta agtctcaatg 

      361 tgtccatccc agcagactac aaaacaaaac aaagaatgtt tatgaagtct gtttgtgaat 

      421 cgttaggttt tcctttacga agaata 
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https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=81931
https://www.ncbi.nlm.nih.gov/nuccore/AF260321.1?from=1&to=446
https://www.ncbi.nlm.nih.gov/protein/8099656

