Sarcoptes scabiei isolate 14.2 cytochrome c oxidase subunit I (COX1l) gene,

partial cds; mitochondrial
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LOCUS MZ569473 421 bp DNA linear INV 21-JUL-2021

DEFINITION Sarcoptes scabiei isolate 14.2 cytochrome c oxidase subunit I
(COX1) gene, partial cds; mitochondrial.

ACCESSION M7569473

VERSION Mz569473.1
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/organism="Sarcoptes scabiei"
/organelle="mitochondrion"
/mol type="genomic DNA"
/isolate="14.2"
/host="Vicugna vicugna"
/db_xref="taxon:52283"

/geo_loc_name="Peru: Sibina Sallma"


https://www.ncbi.nlm.nih.gov/nuccore/MZ569473.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MZ569473.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/MZ569473.1?report=genbank&log$=nucltop&blast_rank=1&RID=C7MTZSZ3015#goto2067782794_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=52283
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=52283

gene <1l..>421
/gene="COX1"
CDS <1l..>421
/gene="COX1"
/codon_start=1
/transl table=5
/product="cytochrome c oxidase subunit I"
/protein id="QX085748.1"
/translation="PEVYILIIPGFGMISHIITYSSNKSEPFGSLGMIYAMISIATLG
FIVWAHHMFTVGLDVDTRAYFTSATMITIAVPTGVKIFSWLSTMLGGKLDENPSMYWAT
GFVFLFSMGGLTGIILSNSSLDVSLHDTYYVVAHFHYV"
ORIGIN
1 ccagaagttt acattcttat tattcctgga tttgggataa tttctcatat tattacttat
61 tcaagtaata aaagagaacc atttggatct ttaggtataa tttatgctat gatttctatt
121 gcaactttag gttttattgt atgagctcat catatattta ctgttggatt agatgttgat
181 actcgagctt attttacttc agctactata attatcgctg tccctacggg agtaaaaatt
241 tttagttgat tatctacaat attaggagga aaattagatt ttaacccttc tatgtattga
301 gcaattggct ttgtgtttct atttagaatg ggaggtctta cgggtattat tttatctaac
361 tcttctttag atgttagatt acacgatact tactatgttg tagctcactt tcattatgtt
421 t

//

/collection date="04-Jun-2018"

/collected by="Joel Pacheco"

/identified by="Luis A. Gomez-Puerta"
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