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LOCUS       X03103                  2900 bp    DNA     linear   PLN 21-MAR-1995
DEFINITION  Barley gene for B1 hordein.
ACCESSION   X03103
VERSION     X03103.1
KEYWORDS    direct repeat; hordein; prolamin; seed storage protein; signal
            peptide; storage protein.
SOURCE      Hordeum vulgare
  ORGANISM  Hordeum vulgare
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; BOP
            clade; Pooideae; Triticodae; Triticeae; Hordeinae; Hordeum.
REFERENCE   1  (bases 1 to 2900)
  AUTHORS   Forde,B.G., Heyworth,A., Pywell,J. and Kreis,M.
  TITLE     Nucleotide sequence of a B1 hordein gene and the identification of
            possible upstream regulatory elements in endosperm storage protein
            genes from barley, wheat and maize
  JOURNAL   Nucleic Acids Res. 13 (20), 7327-7339 (1985)
   PUBMED   4059057
[bookmark: comment_X03103.1][bookmark: feature_X03103.1]FEATURES             Location/Qualifiers
     source          1..2900
                     /organism="Hordeum vulgare"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:4513"
     misc_feature    1..22
                     /note="put. regulatory region"
     repeat_region   1..18
                     /note="imp. direct repeat"
     misc_feature    262..295
                     /note="put. regulatory region"
     repeat_region   275..292
                     /note="imp. direct repeat"
     misc_feature    426..435
                     /note="put. regulatory region, CATC-box"
     regulatory      485..492
                     /regulatory_class="promoter"
                     /note="put. TATA-box"
     precursor_RNA   513..1579
                     /note="put. primary transcript"
     CDS             564..1445
                     /note="unnamed protein product; precursor"
                     /codon_start=1
                     /protein_id="CAA26889.1"
                     /db_xref="GOA:P06470"
                     /db_xref="InterPro:IPR001376"
                     /db_xref="InterPro:IPR001954"
                     /db_xref="InterPro:IPR003612"
                     /db_xref="InterPro:IPR013771"
                     /db_xref="InterPro:IPR016140"
                     /db_xref="UniProtKB/Swiss-Prot:P06470"
                     /translation="MKTFLIFALLAIAATSTIAQQQPFPQQPIPQQPQPYPQQPQPYP
                     QQPFPPQQPFPQQPVPQQPQPYPQQPFPPQQPFPQQPPFWQQKPFPQQPPFGLQQPIL
                     SQQQPCTPQQTPLPQGQLYQTLLQLQIQYVHPSILQQLNPCKVFLQQQCSPVPVPQRI
                     ARSQMLQQSSCHVLQQQCCQQLPQIPEQFRHEAIRAIVYSIFLQEQPQQLVEGVSQPQ
                     QQLWPQQVGQCSFQQPQPQQVGQQQQVPQSAFLQPHQIAQLEATTSIALRTLPMMCSV
                     NVPLYRILRGVGPSVGV"
     sig_peptide     564..620
                     /note="put. signal peptide (aa -19 to -1)"
     mat_peptide     621..1442
                     /product="mature B1 hordein (aa 1-274)"
     misc_feature    1499..1504
                     /note="pot. polyadenylation signal"
     misc_feature    1556..1561
                     /note="pot. polyadenylation signal"
     misc_feature    1567..1572
                     /note="pot. polyadenylation signal"
     polyA_site      1579
                     /note="put. polyadenylation site"
ORIGIN      
[bookmark: sequence_X03103.1]        1 gaattcgatg agtcatgtca tgatctataa gtgtcagttc atcttatcat ctcggagaac
       61 aatacaaagc tagttttata aaaaacagtc tagtctagaa gaacagtcca catgtaaggc
      121 tttaaaaatc gagcatatct taacaaccca cacacgattg caacttagtc ctacaaaagt
      181 tttgcctttc ttgtttctcg ctagcaacct atacaaggtt ccaaaatcgt ttgcagaagt
      241 gatactagct tgataagtgc gtgacatgta aagtgaataa ggtgagtcat gtataccaaa
      301 cctcgggatt tctatacttt gtgtatgatc atatgcacaa ctaaaaagca actttgatga
      361 tcaatccaaa agtacgtttg tagcttgtgc aacctaacac aatgtaccaa aaatccattt
      421 ccaaacatcc aaacacaatt gttaaatttg atgcaaagaa ggaaagagat gaagccatgg
      481 ctactataaa taggcatgta gtatagagat catcacaagc acaagtatca aaaccaagca
      541 acactcgtta acaccaatcc accatgaaga ccttcctcat ctttgcactc ctcgccattg
      601 cggcaacaag tacgattgcg cagcaacaac catttccaca acaacccatc ccacaacaac
      661 cacaaccata cccacaacaa ccacaaccat atccacaaca acccttccca ccgcaacaac
      721 catttccaca acaacccgtc ccacaacaac cacaaccata cccacaacaa cccttcccac
      781 cgcaacaacc atttccacaa caaccaccat tttggcaaca aaaaccattt ccacaacaac
      841 caccatttgg gctacaacaa ccaattctat cgcagcaaca accatgtaca ccacaacaaa
      901 caccactccc acaaggacaa ctgtaccaaa cgcttctgca actacaaata caatatgttc
      961 atccatctat tttgcaacag ctaaacccat gcaaggtatt cctccagcag cagtgcagcc
     1021 ctgtgccagt gccacaacgt attgctaggt cgcaaatgtt gcagcagagc agttgccatg
     1081 tgttgcagca acaatgttgc cagcaactac cccaaatccc cgaacaattc cgtcatgagg
     1141 caatccgtgc aatcgtctat tctatcttcc tgcaagaaca accccaacag ttggtcgaag
     1201 gtgtctccca accacaacaa cagttgtggc cgcagcaagt cggacaatgt tctttccaac
     1261 aacctcaacc acaacaagtt ggtcaacaac aacaggtacc gcagagtgct ttcttgcagc
     1321 cacaccagat agctcagctt gaggcgacga cttccattgc gctgcgtacc ctaccaatga
     1381 tgtgcagtgt taatgtgccg ttgtacagga tcctgcgagg cgttggcccc agtgttggtg
     1441 tctaatgata agaaatcacc gttgtctaat cgatgtatat gtcgatgtag cggtgacaaa
     1501 taaagtgtca cacaacctta tgtgtgaccg gcccaaacta gtttttaaat tctaaaataa
     1561 aatataaata aagttcatga tgactacctg gaaagtttct caacaagttg aagttgtatt
     1621 aattcccaaa ctgaacgact acgtgaaaag acagtcacac catgtttgta catccacccc
     1681 tttgctcgaa atggcgttct tttgctggac agccgagctt cagaatctgc cgtcaagttc
     1741 ctgagatcca tccacagatg tcgttcacat tgttcgccat ggcctctgac aataaacagc
     1801 ctcttgagga gcctcttgca cctgcaagga atcatcgtcg ttttgcaaca aatatatata
     1861 gtgtcctcac actctcaaaa caacaatgta ccattactaa aacagctcat gaatgatatc
     1921 accattcaaa tcaaatctat aacagcacag caaaacacta ccagaaaact catagcaggt
     1981 tccttcggac gggcctccaa acggcgccaa aaccagatac atagatagct cacaaataac
     2041 agcacgtttc ccagcttctt ctactaaacc tagctaggaa atgttcaacg agatgaactc
     2101 atggacattt tgtttttgac aagtatctaa acaagaaaaa ctgtcaaagt tgaacaaagc
     2161 atgtagatat agattacaag catgcccatc tccccatctt caaaattcag cacatcatta
     2221 atgatatgag aggccgaata agtaaggttc agcctagcta attagcttca agataaccat
     2281 tcttgcagga actccagcga gcaagctagc taattagctt taagctaacg accaactcgc
     2341 agctgcgtac ggacgtaggc aggacacatg acgcgagatt gtttgattgt cgatttctat
     2401 tgctttgttc gattttaatc aggcccggtc tccactctgc caaccgccgt gtactttccg
     2461 acgagacaca cgtacgagag cgagtacttc cgagctgtgg agatgaagca accaagcagc
     2521 ctatgctagg tggatggatt ctcacggtac atagcacatg cacgtacgtc aaccagccgc
     2581 cgtcgcgatt gatcgatctt ggcaactcga cggaacacac gcaggcgaga atacgatgat
     2641 atatatgatg gctatggcag catgtccctc tcgattcctt ttttattatt gatctctcgg
     2701 tttcgattgc aattgttaca aggtgatcaa tacatgttaa ttatcatcac acaaagtcca
     2761 tcaacctact taaggatcct tgtgctattt tcccgtaaaa ccaacactcg cctaaacaac
     2821 acacgtacag tattgctcaa gacatcgaca cagactaagt gtgttcccct ctttgagtaa
     2881 tataaacaag ccaagaattc
//
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