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     source          1..1600
                     /organism="Mammarenavirus ippyense"
                     /mol_type="genomic RNA"
                     /db_xref="taxon:3052308"
                     /segment="L"
     gene            <1..>1600
                     /gene="L"
     CDS             <1..>1600
                     /gene="L"
                     /note="L protein"
                     /codon_start=2
                     /product="polymerase"
                     /protein_id="AAR15898.1"
                     /translation="YTKDGRVLDYNYDKLVSVAVCQLSEIFSRKGKYLLNKEDYDYKI
                     QEVLSSLVIGSSKSEQPEEILDVDSDYMDQLKASVERVLDQYKPNRGVRSQNNDKSVN
                     DLKIIVEDELSRRLILGELSYHLVEDFDKGLLSENFYKEVCEKAFNNKDFRTKYFYDS
                     EAGLCPIEKMTQALATRTYMSGEYFHCFKSLLLQMDANKLSGKYSHYKSQNLNFRFDH
                     GRLMDDSRISERESNSEALSKALSLVNCLTSALKNLCFYSQESPSSYTETGPDTGRMK
                     FSLSYKEQVGGNRELYIGDLRTKMFTRFVEDYFESYTKQLEGSCLNNEKEFEKAILGM
                     KLGVSLAHASYSLDHSKWGPMMCPFLFLMLYRNLSPKLKGTEVELKGCANISTILSWH
                     IHKLVEVPFNVVTAMMRSYIKRKLGIMKDTSQTITESLFFSEFERGVIPSHFSSVLDM
                     GQGILHNTSDFYGLISERFINYALRLVSGNPIEAYTSSDDQISLFSHKFTELMDTDPE
                     EFLIYLEFHNYLSSLLNKFISPKSD"
ORIGIN      
[bookmark: sequence_AY363902.1]        1 atacactaaa gatggcagag tattggatta caattatgat aaacttgtta gtgttgctgt
       61 ttgtcagttg tcagaaatct tttctagaaa gggtaaatac ttgctgaaca aagaagatta
      121 tgactataag attcaagagg ttttatccag cctggttata ggctcatcta aatctgagca
      181 acctgaggaa attttagacg ttgactctga ttatatggat cagctaaaag cctctgtgga
      241 aagagtgtta gatcaataca aaccaaacag aggcgtgagg tcccagaaca atgataagag
      301 tgtcaatgac ttaaagatca ttgttgaaga tgaattaagt agacgattaa tattaggaga
      361 attatcatac catctggttg aggactttga caaaggcctt ctaagtgaga atttttacaa
      421 ggaagtgtgt gagaaagctt ttaacaataa agattttaga acaaaatact tttatgactc
[bookmark: _Hlk209947703][bookmark: _GoBack]      481 tgaagcaggc ctctgtccaa tagaaaagat gacacaagca ttagcaacaa ggacatacat
      541 gtcaggggaa tattttcact gcttcaagtc attattactt cagatggatg caaataaatt
      601 gtcaggaaaa tattcacatt acaaatcaca gaatctaaat ttccggtttg atcatggcag
      661 attgatggat gattcgagaa taagtgaaag agaaagtaac tcagaagccc tcagcaaggc
      721 attgtcacta gtcaactgtt taacatctgc acttaaaaac ctttgttttt atagtcaaga
      781 atctcctagt tcatatacag agacaggtcc ggacactggc aggatgaaat tctctctatc
      841 atataaagag caagttggtg gaaatagaga gctatacatt ggtgatttga gaacgaaaat
      901 gtttactaga tttgttgaag attactttga atcttataca aaacaattag agggtagctg
      961 ccttaacaat gagaaggaat ttgaaaaagc tattcttggc atgaaattgg gtgtttcatt
     1021 ggctcatgcc tcttactcat tggatcatag taaatgggga cccatgatgt gcccattctt
     1081 gtttttgatg ttatacagaa atttgagtcc caaactcaaa ggaactgaag tagaattaaa
     1141 aggctgtgcc aacatatcaa caattttatc ttggcatatt cataagctgg tagaggtgcc
     1201 tttcaatgtt gtcacagcaa tgatgaggtc ttatatcaag agaaaattag ggatcatgaa
     1261 agacacttct cagacgatca ctgaaagttt gttcttctct gaatttgaaa gaggggtcat
     1321 cccatctcac ttttcctctg tactagatat ggggcaggga atcctgcaca acacatctga
     1381 tttttatggt ttgataagtg agaggttcat taactatgca ctgagattag tgtcaggtaa
     1441 ccccattgaa gcttatacat ctagtgatga ccaaatttct ttgtttagtc ataaatttac
     1501 agaactgatg gatactgatc cagaagaatt cctcatttat ctagaattcc acaactattt
     1561 aagtagtctt ttaaacaagt ttataagccc aaaaagtgac
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