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     source          1..1701
                     /organism="Influenza A virus"
                     /mol_type="viral cRNA"
                     /strain="A/lesser scaup/Wisconsin/24OS1278/2024"
                     /serotype="H1N1"
                     /isolation_source="Cloacal"
                     /host="Aythya affinis"
                     /db_xref="taxon:11320"
                     /segment="4"
                     /geo_loc_name="USA"
                     /collection_date="29-Nov-2024"
                     /PCR_primers="fwd_name: fwd_seq, fwd_seq:
                     ggggggagcgaaagcagg, rev_name: rev_seq, rev_seq:
                     cgggttattagtagaaacaagg"
                     /note="PCR_primers=fwd_name: fwd_seq, fwd_seq:
                     ggggggagcaaaagcagg"
     gene            1..1701
                     /gene="HA"
     CDS             1..1701
                     /gene="HA"
                     /function="receptor binding and fusion protein"
                     /codon_start=1
                     /product="hemagglutinin"
                     /protein_id="XXW09235.1"
                     /translation="MEAKLFVLFCTFTVLKADTICVGYHANNSTDTVDTVLEKNVTVT
                     HSVNLLEDSHNGKLCSLNGIAPLQLGKCNVAGWLLGNPECDLLLTANSWSYIIETSNS
                     ENGTCYPGEFIDYEELREQLSSVSSFEKFEIFPKANSWPNHETTKGVTAACSYSGASS
                     FYRNLLWIIKKGNSYPKLSKSYTNNKGKEVLVLWGVHHPPTTSEQQSLYQNTDAYVSV
                     GSSKYNRRFTPEIADRPKVRGQAGRMNYYWTLLDQGDTITFEATGNLIAPWYAFALNK
                     GSDSGIITSDAPVHNCDTRCQTPHGALNSSLPFQNVHPITIGECPKYVKSTKLRMATG
                     LRNVPSIQSRGLFGAIAGFIEGGWTGMIDGWYGYHHQNEQGSGYAADQKSTQNAIDGI
                     TNKVNSVIEKMNTQFTAVGKEFNNLERRIENLNKKVDDGFLDVWTYNAELLVLLENER
                     TLDYHDSNVRNLYERVKSQLRNNAKEIGNGCFEFYHKCDDECMESVKNGTYDYPKYSE
                     ESKLNREEIDGVKLESMGVYQILAIYSTVASSLVLLVSLGAISFWMCSNGSLQCRICI
                     "
     sig_peptide     1..51
                     /gene="HA"
     mat_peptide     52..1032
                     /gene="HA"
                     /product="HA1"
     mat_peptide     1033..1698
                     /gene="HA"
                     /product="HA2"
ORIGIN      
[bookmark: sequence_PV978735.1][bookmark: _GoBack]        1 atggaagcaa aactgtttgt actattctgt acattcactg tactgaaagc tgacaccatc
       61 tgtgtgggct accatgcaaa caactcaaca gacactgttg acacagtact ggaaaagaat
      121 gtaactgtga cccactcagt gaatttgctc gaagacagcc ataatgggaa gctctgcagt
      181 ctgaatggga tagctccttt gcaattgggg aagtgtaatg tagcggggtg gctcctgggc
      241 aatcctgaat gtgaccttct actcactgca aactcatggt cttatataat agagacatcc
      301 aactcagaga acgggacatg ctatcccggt gaattcatag attatgagga attgagggag
      361 cagttgagct cagtttcttc ctttgaaaag tttgaaattt tccccaaggc aaactcatgg
      421 ccaaaccatg agacaactaa aggtgttaca gctgcttgct cctactctgg ggctagcagt
      481 ttttatagaa acttgctgtg gataataaag aaggggaatt catatccaaa gctcagtaaa
      541 tcatacacga acaataaggg gaaagaagtg ctcgtgctct ggggagtgca ccatcctccg
      601 accaccagtg aacaacaaag tctataccag aatactgacg catatgtttc agttgggtca
      661 tcaaaataca accggagatt caccccagag atagcagata gacccaaagt tagagggcag
      721 gcaggcagaa tgaactatta ttggacacta ttagatcaag gggacaccat aacatttgag
      781 gccactggga acctaatagc accatggtat gccttcgcac taaataaagg atccgattca
      841 ggaattataa catcagatgc tccagttcat aattgcgaca caagatgcca aacccctcat
      901 ggagcgttga atagtagcct cccttttcag aatgtgcatc ctatcaccat tggagaatgt
      961 cctaaatatg tcaagagcac caagctaaga atggcaacag gactcagaaa tgtcccatcc
     1021 attcaatcca gaggactgtt tggagcaatt gccggattca tcgaaggagg atggacaggc
     1081 atgatagatg gatggtatgg gtaccaccat cagaatgaac aaggatccgg atacgccgct
     1141 gatcagaaga gcacgcagaa tgcaattgat ggaataacaa ataaggtgaa ttcggtaatt
     1201 gagaaaatga acactcagtt cactgcagtt gggaaagaat tcaacaactt ggagaggaga
     1261 attgagaatc tgaataaaaa ggtcgatgat gggtttctag atgtttggac atacaatgct
     1321 gaactgctcg ttctgctgga aaatgagaga actcttgact atcatgattc caatgtaaga
     1381 aatttgtatg agagagtcaa atcacaactg agaaataatg ccaaagaaat tggaaatggt
     1441 tgctttgaat tctatcacaa atgtgacgac gagtgcatgg aaagtgtgaa gaacggcaca
     1501 tatgattatc ccaaatattc agaagaatct aagttgaatc gagaagaaat agacggagtg
     1561 aaactagagt cgatgggagt ttaccaaatt ttggcgatct attccacagt cgccagttcc
     1621 ctagtactgt tagtctccct gggggcaatc agcttctgga tgtgctctaa tgggtcattg
     1681 caatgcagaa tatgcattta g
//

