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DEFINITION  Torque teno sus virus 1a isolate 18/14L 5' UTR.
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                     /organism="Torque teno sus virus 1a"
                     /mol_type="genomic DNA"
                     /isolate="18/14L"
                     /isolation_source="lymph node"
                     /host="swine"
                     /db_xref="taxon:687386"
                     /country="Brazil"
                     /collection_date="Jan-2006"
                     /PCR_primers="fwd_name: ttsuv1_f, fwd_seq:
                     gggttcaggaggctcaatttgg, rev_name: ttsuv1_r, rev_seq:
                     cccagtcgctagacagttctgt"     5'UTR           <1..>349
[bookmark: sequence_JX401559.1]                     /note="5' noncoding region"ORIGIN              
1 gggttcagga ggctcaattt ggctcgcttc gctcgcacca cgtttgctgc caggcggacc
       61 tgattgaaga ctgaaaaccg ttatattcaa atttaaattt ggcgggcaat atggcggaca
      121 gggggcggag tttatgcaaa ttaatttatg caaagtagga ggagctccat tttaatttat
      181 gcaaagtagg aggagtcaaa tctgattggt cgggagctca agtcctcatt tgcatagggt
      241 gtaaccaatc agaaacaggg cgttcccagt aaactgtata taagtaagtg cagttccgaa
      301 tggctgagtt tatgccgcca gcggtagaca gaactgtcta gcgactggg
//

