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LOCUS       MT629817                1245 bp    DNA     linear   ENV 23-MAR-2021 

DEFINITION  Candidatus Phytoplasma vitis isolate LsMal 16S ribosomal RNA 

gene, 

            partial sequence. 

ACCESSION   MT629817 

VERSION     MT629817.1 

KEYWORDS    ENV. 

SOURCE      Candidatus Phytoplasma vitis 

  ORGANISM  Candidatus Phytoplasma vitis 

            Bacteria; Bacillati; Mycoplasmatota; Mollicutes; 

Acholeplasmatales; 

            Acholeplasmataceae; Candidatus Phytoplasma; 16SrV (Elm yellows 

            group). 

REFERENCE   1  (bases 1 to 1245) 

  AUTHORS   Rossi,M., Rizza,S., Spallino,R.E., Loreto,G., Tedeschi,R., 

            Marzachi',C. and Tessitori,M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (15-JUN-2020) Department of Bio Agro-Food Sciences, 

            Institute for Sustainable Plant Protection-CNR, Strada delle Cacce 

            73, Torino, Torino 10135, Italy 

COMMENT     although PCR amplification was obtained with a proofreading 

            polymerase, the sequence might contain errors. 

FEATURES             Location/Qualifiers 

     source          1..1245 

                     /organism="Candidatus Phytoplasma vitis" 

                     /mol_type="genomic DNA" 

                     /isolate="LsMal" 

                     /isolation_source="insect body" 

                     /host="Livilla spectabilis" 

                     /db_xref="taxon:131152" 

                     /environmental_sample 

                     /geo_loc_name="Italy" 

                     /note="amplified with species-specific primers" 

     rRNA            <1..>1245 

                     /product="16S ribosomal RNA" 

ORIGIN       

        1 acgactgcta agactggata ggaaacagaa aggcatcttt ttgtttttaa aagaccttct 

       61 tcggagggta tgcttaaaga ggggcttgcg ccacattagt tagttggtga ggtaaaggct 

      121 taccaagatt atgatgtgta gctggactga gaggttgaac agccacattg ggaccgagac 

https://www.ncbi.nlm.nih.gov/nuccore/MT629817.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MT629817.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/MT629817.1?report=genbank&log$=nucltop&blast_rank=9&RID=EGT571G8015#goto2007836499_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=131152
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=131152
https://www.ncbi.nlm.nih.gov/nuccore/MT629817.1?from=1&to=1245


      181 acggcccaaa ctcctacggg aggcagcagt agggaatttt cggcaatgga ggaaactctg 

      241 gccgagcgac gccgcgtgaa cgatgaagta tttcggtatg taaagttctt ttattgaaga 

      301 agaaaaaata gtggaaaaac tatcttgacg ttattcaatg aataagcccc ggctaactat 

      361 gtgccagcag ccgcggtaag acataggggg cgagcgttat ccggagttat tgggcgtaaa 

      421 gggtgcgtag gcggttagat aagtctataa tttaatttca gtgcttaacg ctgtcttgtt 

      481 atagaaactg tcttgactag agtgagatag aggcaagcgg aattccatgt gtagcggtaa 

      541 aatgtgtaaa tatatggagg aacaccagaa gcgtaggcgg cttgctgggt ctttactgac 

      601 gctgaggcac gaaagcgtgg ggagcaaaca ggattagata ccctggtagt ccacgctgta 

      661 aacgatgagt actaagtgtc ggggtaactc ggtactgaag ttaacacatt aagtactccg 

      721 cctgagtagt acgtacgcaa gtatgaaact taaaggaatt gacgggactc cgcacaagcg 

      781 gtggatcatg ttgtttaatt cgaagataca cgaaaaacct taccaggtct tgacatactc 

      841 tgcaaagcta tagaaatata gtggaggtta tcagggatac aggtggtgca tggttgtcgt 

      901 cagttcgtgt cgtgagatgt taggttaagt cctaaaacga acgcaacccc tgtcgctagt 

      961 tgccagcacg taatggtggg gactttagcg agactgccaa ttaaacattg gaggaaggtg 

     1021 gggataacgt caaatcatca tgccccttat gatctgggct acaaacgtga tacaatggct 

     1081 attacaaaga gtagctgaaa cgcgagtttt tagccaatct caaaaagata gtctcagtac 

     1141 ggattgaagt ctgcaactcg acttcatgaa gctggaatcg ctagtaatcg cgaatcagca 

     1201 tgtcgcggtg aatacgttct cggggtttgt acacaccgcc cgtaa 
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