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GenBank: KC990386.1
[bookmark: EntrezSystem2.PEntrez.Nuccore.Sequence_R]FASTA Graphics 
[bookmark: locus_KC990386.1]Go to:
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DEFINITION  Konjac mosaic virus isolate KoMV-Br cytoplasmic inclusion protein
            gene, partial cds.
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[bookmark: feature_KC990386.1]FEATURES             Location/Qualifiers
     source          1..618
                     /organism="Konjac mosaic virus"
                     /mol_type="genomic RNA"
                     /isolate="KoMV-Br"
                     /host="Zamioculcas zamiifolia"
                     /db_xref="taxon:322053"
                     /geo_loc_name="Brazil"
                     /collection_date="14-Dec-2011"
     CDS             <1..>618
                     /codon_start=1
                     /product="cytoplasmic inclusion protein"
                     /protein_id="AGR51656.1"
                     /translation="GKSTGLPYHLSQKGRVLLLEPTRPLAENVWRQLKADPFYMNPTL
                     RMRGTSMFGSSPVHIMTSGYALHYLANNQNIICEYDFIIFDECHVLDASAMAFRSLLA
                     EYDFRGKIIKVSATPPGREVEFTTQFPVDIKIEEILTFDQFVQGQGTKANCDVLQHGN
                     NILVYVASYSEVDMLSKKLSEKNYSVTKVDGRTMKVGSVNIQTHGT"
ORIGIN      
[bookmark: sequence_KC990386.1]        1 gggaagtcga cagggttacc atatcatctc tcacaaaaag ggcgagtttt actgttggaa
       61 cccactaggc cgttggccga gaatgtatgg agacagctga aagctgaccc tttttatatg
      121 aatccaacac tgaggatgcg aggtacgagc atgtttgggt cgtcaccagt tcacatcatg
      181 actagtggat acgcactaca ttacttggcc aataaccaga atatcatatg tgagtacgac
      241 ttcataatct ttgatgagtg ccacgtgctt gatgctagcg ccatggcatt caggagcttg
      301 ttggcggagt acgattttag agggaagatc atcaaagtct cagccacacc acctggacgt
      361 gaagttgagt tcacaacgca attcccagtt gatattaaaa ttgaggagat tctcacattt
[bookmark: _Hlk209946546][bookmark: _GoBack]      421 gatcaatttg tccaaggtca aggaactaaa gcaaattgtg acgtacttca acatggcaac
      481 aacattcttg tgtatgtggc aagctactca gaagtggata tgctaagcaa aaagctgtcc
      541 gagaagaact attctgtcac gaaagtggat ggtaggacta tgaaagtggg gtccgttaac
      601 atacagacac atggaaca
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