Konjac mosaic virus isolate KoMV-Br cytoplasmic inclusion protein gene, partial

cds

GenBank: KC990386.1

FASTA Graphics

Go to:

LOCUS KC990386 618 bp RNA linear VRL 07-NOV-2013

DEFINITION Konjac mosaic virus isolate KoMV-Br cytoplasmic inclusion protein
gene, partial cds.
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VERSION KC990386.1
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FEATURES Location/Qualifiers
source 1..618
/organism="Konjac mosaic virus"
/mol type="genomic RNA"
/isolate="KoMV-Br"
/host="Zamioculcas zamiifolia"
/db_xref="taxon:322053"
/geo_loc name="Brazil"
/collection date="14-Dec-2011"
CDS <l..>618
/codon_start=1
/product="cytoplasmic inclusion protein"
/protein id="AGR51656.1"
/translation="GKSTGLPYHLSQKGRVLLLEPTRPLAENVWRQLKADPFYMNPTL
RMRGTSMFGSSPVHIMTSGYALHYLANNONIICEYDFIIFDECHVLDASAMAFRSLLA
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