UNVERIFIED: Colletotrichum asianum strain GC12-1 calmodulin-like gene, partial sequence
GenBank: MN929091.1
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LOCUS       MN929091                 676 bp    DNA     linear   PLN 30-SEP-2020
DEFINITION  UNVERIFIED: Colletotrichum asianum strain GC12-1 calmodulin-like
            gene, partial sequence.
ACCESSION   MN929091
VERSION     MN929091.1
KEYWORDS    UNVERIFIED.
SOURCE      Colletotrichum asianum
  ORGANISM  Colletotrichum asianum
            Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina;
            Sordariomycetes; Hypocreomycetidae; Glomerellales; Glomerellaceae;
            Colletotrichum; Colletotrichum gloeosporioides species complex.
REFERENCE   1  (bases 1 to 676)
  AUTHORS   Wang,N., Xu,J., Zhao,X., Wang,M. and Zhang,J.
  TITLE     First Report of Glomerella Leaf Spot of Apple Caused by
            Colletotrichum asianum
  JOURNAL   Plant Dis. 104 (10), 2734-2734 (2020)
REFERENCE   2  (bases 1 to 676)
  AUTHORS   Zhang,J.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-JAN-2020) Research Institute of Pomology, Chinese
            Academy of Agricultural Sciences, Xinghainanjie 98#, Xingcheng,
            Liaoning 125100, China
COMMENT     GenBank staff is unable to verify sequence and/or annotation
            provided by the submitter.
            
            ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..676
                     /organism="Colletotrichum asianum"
                     /mol_type="genomic DNA"
                     /strain="GC12-1"
                     /db_xref="taxon:702518"
     misc_feature    <1..>676
                     /note="similar to calmodulin; CAL"
ORIGIN      
        1 ttgctcctgg cgacagtcgt ggcctttgct aacccacaca aggacaagga tggcgatggt
       61 cagtgcctca ccccttttgc tccccttcga tgcgctcctg agaacgccgt tcgcgaccgt
      121 cgacacacca gcggcattcg atgccgtcgt cgaggcatgt agaaccgagc taaagagttg
      181 gacaggccaa atcactacaa aggagctggg caccgtcatg cgctctctcg cccagaaccc
      241 ctccgagtcg gagctccagg acatgatcaa cgaggtcgac gccgacaaca acggcaccat
      301 cgactttccc ggtaggtgga catgcggaat cctgcgtcac acaatacaga cccgctgact
      361 ggtctccaga gttcctgacc atgatggccc gcaagatgaa ggataccgac tccgaagagg
      421 agattcgcga ggctttcaag gttggctatg acggtgcttt tccactgcga tcgacgttga
      481 ctctgaatag gtctttgacc gcgacaacaa cggcttcatc tccgccgccg agttgcgtca
[bookmark: _GoBack]      541 cgtcatgacc tccattggtg agaagcttac cgacgacgag gttgacgaga tgattcgcga
      601 ggccgatccc gacggcgatg gacgcattga ctgtgagtgt cgattgattg gtatgcgtca
      661 tgggcactaa caggcg
//
