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     source          1..197551
                     /organism="Monkeypox virus"
                     /mol_type="genomic DNA"
                     /strain="Singapore 2019"
                     /isolation_source="38 year old man from Nigeria who
                     travelled to Singapore"
                     /host="Homo sapiens"
                     /db_xref="taxon:10244"
                     /country="Singapore"
                     /collection_date="2019"
     gene            complement(632..1372)
                     /gene="J1L"
     CDS             complement(632..1372)
                     /gene="J1L"
                     /codon_start=1
                     /product="chemokine binding protein"
                     /protein_id="QJQ40155.1"
                     /translation="MKQYIVLACMCLVAAAMPTSLQQSSSSCTEEENKHHMGIDVIIK
                     VTKQDQTPTNDKICQSVTEVTETEDDEVSEEVVKGDPTTYYTIVGAGLNMNFGFTKCP
                     KISSISESSDGNTVNTRLSSVSPGQGKDSPAITREEALAMIKDCEMSIDIRCSEEEKD
                     SDIKTHPVLGSNISHKKVSYKDIIGSTIVDTKCVKNLEFSVRIGDMCEESSELEVKDG
                     FKYVDGSASEGATDDTSLIDSTKLKACV"
     gene            complement(1500..2549)
                     /gene="J2L"
     CDS             complement(1500..2549)
                     /gene="J2L"
                     /codon_start=1
                     /product="J2L"
                     /protein_id="QJQ40156.1"
                     /translation="MRSVLYSYILFLSCIIINGRDIAPHAPSNGKCKDNEYRSRNLCC
                     LSCPPGTYASRLCDSKTNTQCTPCGSDTFTSHNNHLQACLSCNGRCDSNQVETRSCNT
                     THNRICECSPGYYCLLKGASGCRTCISKTKCGIGYGVSGYTSTGDVICSPCGPGTYSH
                     TVSSTDKCEPVVTSNTFNYIDVEINLYPVNDTSCTRTTTTGLSESISTSELTITMNHK
                     DCDPVFRAEYFSVLNNVATSGFFTGENRYQNTSKICTLNFEIKCNNKDSSSKQLTKTK
                     NDTIMPHSETVTLVGDCLSSVDIYILYSNTNTQDYENDTISYHMGNVLDVNSHMPASC
                     DIHKLITNSQNPTHL"
     gene            complement(46192..46653)
                     /gene="F3L"
     CDS             complement(46192..46653)
                     /gene="F3L"
                     /codon_start=1
                     /product="double-strand RNA-binding protein"
                     /protein_id="QJQ40198.1"
                     /translation="MEKREVNKALYDLQRSAMVYSSNDTPPRWSTTMDADTRPTDSDA
                     DAIIDDVSREKSMREDHKSFDDVIPVKKIIYWKGVNPVTVINEYCQITRRDWSFRIES
                     VGPSNSPTFYACVDIDGRVFDKADGKSKRDAKNNAAKLAVDKLLSYVIIRF"
     gene            complement(46819..47598)
                     /gene="F4L"
[bookmark: _GoBack]     CDS             complement(46819..47598)
                     /gene="F4L"
                     /codon_start=1
                     /product="RNA polymerase subunit"
                     /protein_id="QJQ40199.1"
                     /translation="MENVYISSYSSNEQISMAVVTTDIRELLSQYVDDANLENLIEWA
                     MEKSSKYYIKNIGNTKSNIEETKFESKNNIGIEYSKDSKNKLSYRNKPSIATHLEYKT
                     LCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLDEKYNTPCP
                     NCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHENKEI
                     TEILPDNNPSPPESPEPASPIDDGLIRATFDRNDEPPEDDE"
     gene            48371..50074
                     /gene="F5R"
     CDS             48371..50074
                     /gene="F5R"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="QJQ40200.1"
                     /translation="MDFIRRKYLIYTVENNIDFLKDDTLSKVNNFTLNHVLALKYLVS
                     NFPQHVITKDVLANTNFFVFIHMVRCCKVYEAVLRHAFDAPTLYVKALTKNYLSFSNT
                     IQSYKETVHKLTQDEKFLEVAEYMDELGELIGVNYDLVLNPLFHGGEPIKDMEIIFLK
                     LFKKTDFKVVKKLSVIRLLIWAYLSKKDTGIEFADNDRQDIYTLFQQTGRIVHSNLTE
                     TFRDYIFPGDKTSYWVWLNESIANDADIVINRPAITMYDKILSYIYSEIKQGRVNKNM
                     LKLVYIFEPEKDIRELLLEIIYDIPGDILSIIDAKNDDWKKYFISFYKANFINGNTFI
                     SDRTFNDDLFRVVVQIDPEYFDNERIMSLFYTSAADIKRFDELDINNSYISNIIYEVN
                     DITLDTMDDMKKCQIFNEDTLYYVKEYNTYLFLHESDPMVIENGILKKLSSIKSKSRR
                     LNLFSKNILKYYLDGQLARLGLVLDDYKGDLLVKMINHLKSVEDVSAFVRFSTDKNPS
                     ILPSLIKTILASYNISIIVLFQRFLRDNLYHVEEFLDKSIHLTKTDKKYILQLIRHGR
                     S"
     gene            50156..50656
                     /gene="F6R"
     CDS             50156..50656
                     /gene="F6R"
                     /codon_start=1
                     /product="putative myristoylated protein"
                     /protein_id="QJQ40201.1"
                     /translation="METVATIQTPTKLMNKENAEMILEKIVNHIAMYISDESIYSENN
                     PEYIDFRNRYGDYRSLIIKSDHEFVKLCKDHAEKSSPETQQMIIKHIYEQYLIPVSEV
                     LLKPIMSMGDIFTYNGCKDNEWMLEQLSTLNFNNLYTWNSCSIGNVTRLFYTFFSYLM
                     KDKLNI"
     gene            50760..51581
                     /gene="F7R"
     CDS             50760..51581
                     /gene="F7R"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="QJQ40202.1"
                     /translation="MAATVPRFDDVYKNAQRRILDQETFFSRGLSRPLMKNTYLFDNY
                     AYGWIPETAIWSSRYANLDASDYYPISLGLLKKFEFLMSLYKGPIPVYEEKVNTEFIA
                     NGSFSGRYVSYLRKFSALPTNEFISFLLLTSIPIYNILFWFKNTQFDITKHTLFRYVY
                     TDNTKHLALARYIHQTGDYKPLFSRLKENYIFTGPVPIGIKDIDHPNLSRARSPSDYE
                     TLANISTILYFTKYDPVLMFLLFYVPGYSITTKITPAVEYLMDKLNLTKSDVQLL"
    
ORIGIN      
[bookmark: sequence_MT250197.1]    45961 tttaattaat gcgatagcct tgtcctcgtg cagatatcca aacgcttttg tgatagtatg
    46021 gcattcattg tctagaaacg ctctacgaat atctgtaaca gatatcatct ttagagaata
    46081 ctagtcgcgt taatagtact aaaatttgta ttttttaatc tatctcaata aaaaattaat
    46141 atgtatgatt caatgtataa ctaaactact aactgttatt gataactaga atcagaatct
    46201 aatgatgaca taactaagaa gtttatctac agccaattta gctgcattat ttttagcatc
    46261 tcgtttagat tttccatctg ccttatcgaa tactcttccg tcaatgtcta cacaggcata
    46321 aaatgtagga gagttactag gccccactga ttcaatacga aaagaccaat ctctcctagt
    46381 tatttgacag tactcattaa taacggtgac agggttaaca cctttccaat aaataatttt
    46441 tttaaccgga ataacatcat caaaagactt atgatcctct ctcattgatt tttcgcggga
    46501 tacatcatct attatagcat cagcatcaga atctgtaggc cgtgtatcag catccattgt
    46561 cgtagaccaa cgaggaggag tatcgttgga gctgtaaacc atagcactac gttgaagatc
    46621 atacagagct ttattaactt ctcgcttctc catattaagt tgtttagtta gttgtacagc
    46681 agtagctcct tagtccaatg tttttaataa ccgcacacaa tctctgtgtc agaacgctcg
    46741 tcaatataga tcttagaaat ttttttagag agaactaacg caactagcaa taaaactgat
    46801 cttattttat catttttttt attcatcatc ctctggtggt tcgtcgttcc tatcgaatgt
    46861 agctctgatt aacccgtcat ctataggtga tgctggttct ggagattctg gaggagatgg
    46921 attattatct ggaagaatct ctgttatttc cttgttttca tgtatcgatt gcgttgtaac
    46981 attaagattg cgaaatgctc taaatttggg aggcttaaag tgttgtttac aatctctaca
    47041 cgcgtgtcta actaatggag gttcatcagc ggctctagtt tgaatcatca tcggtgtagt
    47101 attcctactt ttacagttag gacacggtgt attgtatttc tcgtcgagaa cgttaaaata
    47161 atcgttgtaa ctcacatcct ttattttatc tatattgtat tctactcctt tcttaatgca
    
