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1 atgagtcttc taaccgaggt cgaaacgtac gttctttcta tcatcccgtc aggccccctc
       61 aaagccgaga tcgcgcagag actggaaagt gtctttgcag gaaagaacac agatcttgag
      121 gctctcatgg aatggctaaa gacaagacca atcttgtcac ctctgactaa gggaatttta
      181 ggatttgtgt tcacgctcac cgtgcccagt gagcgaggac tgcagcgtag acgctttgtc
      241 caaaatgccc taaatgggaa tggggacccg aacaacatgg atagagcagt taaactatac
      301 aagaagctca aaagagaaat aacgttccat ggggccaagg aggtgtcact aagctattca
      361 actggtgcac ttgccagttg catgggcctc atatacaaca ggatgggaac agtgaccaca
      421 gaagctgctt ttggtctagt gtgtgccact tgtgaacaga ttgctgattc acagcatcgg
      481 tctcacagac agatggctac taccaccaat ccactaatca ggcatgaaaa cagaatggtg
      541 ctggctagca ctacggcaaa ggctatggaa cagatggctg gatcgagtga acaggcagcg
      601 gaggccatgg aggttgctaa tcagactagg cagatggtac atgcaatgag aactattggg
      661 actcatccta gctccagtgc tggtctgaaa gatgaccttc ttgaaaattt gcaggcctac
      721 cagaagcgaa tgggagtgca gatgcagcga ttcaagtgat cctctcgtca ttgcagcaaa
      781 tatcattggg atcttgcacc tgatattgtg gattactgat cgtctttttt tcaaatgtat
      841 ttatcgtcgc tttaaatacg gtttgaaaag agggccttct acggaaggag tgcctgagtc
      901 catgagggaa gaatatcaac aggaacagca gagtgctgtg gatgttgacg atggtcattt
      961 tgtcaacata gagctggagt aa
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