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LOCUS HM590431 982 bp cRNA linear VRL 29-JUN-2010
DEFINITION Influenza A virus (A/Gdansk/037/2009 (HIN1)) segment 7 matrix
protein 2 (M2) and matrix protein 1 (M1l) genes, complete cds.

ACCESSION HMb590431

VERSION HM590431.1

DBLINK BioProject: PRJNA37813

KEYWORDS

SOURCE Influenza A virus (A/Gdansk/037/2009 (HIN1))

ORGANISM Influenza A virus (A/Gdansk/037/2009 (HIN1))

Viruses; Riboviria; Orthornavirae; Negarnaviricota;
Polyploviricotina; Insthoviricetes; Articulavirales;
Orthomyxoviridae; Alphainfluenzavirus.
REFERENCE 1 (bases 1 to 982)
AUTHORS Nidzworski,D., Gromadzka,B. and Szewczyk,B.
TITLE Direct Submission
JOURNAL  Submitted (28-JUN-2010) Department of Molecular Virology,

University of Gdansk, Kladki 24, Gdansk, Pomorskie 80-822,

PolandCOMMENT Swine influenza A (HIN1l) virus isolated during human swine flu

outbreak of 2009.FEATURES Location/Qualifiers source
1..982

/organism="Influenza A virus (A/Gdansk/037/2009 (HIN1))"
/mol type="viral cRNA"

/strain="A/Gdansk/037/2009"

/serotype="HINL1"

/isolation source="nasopharyngeal swab"

/host="Homo sapiens; sex M"

/db_xref="taxon:859255"

/segment="7"


https://www.ncbi.nlm.nih.gov/nuccore/HM590431.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/HM590431.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/HM590431.1#goto299790614_0
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA37813
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=859255
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=859255
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/country="Poland"

/collection date="20-Nov-2009"

/note="1lineage: swl" gene 1..982
/gene="M2" CDS join(l..26,715..982)
/gene="M2"

/codon_start=1

/product="matrix protein 2"

/protein id="ADJ41783.1"
/translation="MSLLTEVETPTRSEWECRCSDSSDPLVIAANIIGILHLILWITD

RLFFKCIYRRFKYGLKRGPSTEGVPESMREEYQQEQQSAVDVDDGHEFVNIELE"

1..759
/gene="M1" CDS 1..759
/gene="M1"

/codon_start=1

/product="matrix protein 1"

/protein id="ADJ41784.1"
/translation="MSLLTEVETYVLSIIPSGPLKAEIAQRLESVFAGKNTDLEALME
WLKTRPILSPLTKGILGEVFTLTVPSERGLORRREFVONALNGNGDPNNMDRAVKLYKK
LKREITFHGAKEVSLSYSTGALASCMGLIYNRMGTVTTEAAFGLVCATCEQIADSQHR

SHROMATTTNPLIRHENRMVLASTTAKAMEQMAGS SEQAAEAMEVANQTROMVHAMRT

IGTHPSSSAGLKDDLLENLQAYQKRMGVOMOREFK"ORIGIN
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https://www.ncbi.nlm.nih.gov/nuccore/HM590431.1?from=1&to=982
https://www.ncbi.nlm.nih.gov/nuccore/HM590431.1?location=1:26,715:982
https://www.ncbi.nlm.nih.gov/protein/299790615
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//

781

841

901

961

tatcattggg atcttgcacc
ttatcgtcge tttaaatacg
catgagggaa gaatatcaac

tgtcaacata gagctggagt

tgatattgtg gattactgat cgtctttttt tcaaatgtat
gtttgaaaag agggccttct acggaaggag tgcctgagtc
aggaacagca gagtgctgtg gatgttgacg atggtcattt

aa



