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[bookmark: sequence_MW797132.1]        1 aatcacacct ggtttgtttc agagccacat cacaaagata gagaacaacc taggtctccg
       61 aagggagcaa gggcatcagt gtgctcagtt gagaatccct tgtcaacatc taggtcttat
      121 cacaccacaa gttccacctc agactctgca gggtgatcca acaaccttaa tagaaacatt
      181 attgttaaag gacagcatta gttcacagtc aaacaagtaa gattgagaat taaccttggt
      241 tttgaacttg aacacttaga ggattggaga ttcaacaacc ctaaagcttg gggtaaaaca
      301 ttggaaatag ttaaaagaca aatagctcgg aatcacaaaa ttccgagtat ggattctcgt
      361 cctcagaaag tttggatgac gccgaatctc actgaatctg acatggatta ccacaagatc
      421 ttgacggcag gtctgtctgt tcaacagggg attgttcggc aaagagtcat cccagtgtat
      481 caagtcaaca atcttgagga aatttgccaa cttatcatac aggcctttga agcaggtgtt
      541 gattttcaag agagtgcgga cagtttcctt ctcatgcttt gtcttcatca tgcgtaccag
      601 ggagattaca aacttttctt ggaaagtggt gcagtcaagt atttggaagg gcatgggttc
      661 cgttttgaag tcaagaagcg tgatggagtg aagcgccttg aggaattgct gccagcagta
      721 tctagtggaa aaaacattaa gagaacactt gctgccatgc cggaagagga gacaactgaa
      781 gctaatgccg gtcagtttct ctcctttgcc agtctattcc ttccgaaatt ggtagtagga
      841 gaaaaggctt gtcttgagaa ggttcaaagg caaattcaag tacatgcaga gcaaggactg
      901 atacaatatc caacagcttg gcaatcagta ggacacatga tggtgatttt tcgtttgatg
      961 cgaacaaatt ttctgatcaa atttctccta atacaccaag ggatgcacat ggttgccggg
     1021 catgatgcca acgatgctgt gatttcaaat tcagtggctc aagctcgttt ttcaggttta
     1081 ttgattgtca aaacagtact tgatcatatc ctacaaaaga cagaacgagg agttcgtctc
     1141 catcctcttg caaggaccgc caaggtaaaa aatgaggtga actcctttaa ggctgcactc
     1201 agctccctgg ccaagcatgg agagtatgct ccttttgccc gacttttgaa cctttctgga
     1261 gtaaataatc ttgagcatgg tcttttccct caactatcgg caattgcact cggagtcgcc
     1321 acagcacacg ggagtaccct cgcaggagta aatgttggag aacagtatca acaactcaga
