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[bookmark: sequence_OR267609.1]        1 atgtccaaca tggatatcga cggtgtgaac actgggacaa ttgacaaaac accggaagaa
       61 ataacttctg gaaccagtgg gacaaccaga ccaatcatta gaccagcaac ccttgcccca
      121 ccaagcaaca aacgaacccg taacccatct ccggaaagag caaccacaag cagtgaagat
      181 gatgtcggaa ggaaagccca aaagaaacag accccgacag agataaagaa gagcgtctac
      241 aacatggtgg tgaaactggg cgaattctac aaccagatga tggttaaagc tggactcaat
      301 gatgacatgg agagaaatct aatccaaaat gcacatgccg tggagagaat tttattggct
      361 gccactgatg acaagaaaac cgagttccag aagaaaaaga atgccagaga tgtcaaagaa
      421 gggaaagaag aaatagatca caacaaaaca ggaggcacct tttacaagat ggtaagagat
      481 gataaaacca tctatttcag ccctataaga attacctttt taaaagaaga ggtgaaaaca
      541 atgtacaaaa ccaccatggg gagtgatggc ttcagtggat taaatcacat aatgattggg
      601 cattcgcaga tgaatgatgt ctgtttccaa agatcaaagg cactaaaaag agttggactt
      661 gatccttcat taatcagtac ctttgcggga agcacagtcc ccagaagatc aggtgcgact
      721 ggtgttgcaa tcaagggagg tggaacctta gtggctgaag ccattcgatt tataggaaga
      781 gcaatggcag acagagggct attgagagac attaaagcca agactgccta tgaaaagatt
      841 cttctgaatc taaagaacaa atgctctgcg ccccaacaaa aggctctagt tgatcaagtg
      901 atcggaagca gaaatccggg gattgcagac attgaagatc taaccctgct tgctcgtagt
      961 atggtcgttg ttaggccctc tgtggcaagc aaagtggtgc ttcccataag catttacgcc
     1021 aaaatacctc aactagggtt caatgttgaa gagtactcta tggttgggta cgaagccatg
     1081 gctctttaca atatggcaac acctgtttcc atattaagaa tgggagatga tgcaaaggat
     1141 aaatcgcaat tattcttcat gtcttgcttc ggagctgcct atgaagacct gagagttttg
     1201 tctgcattaa caggcacaga attcaagcct agatcagcat taaaatgcaa gggtttccat
     1261 gttccagcaa aggaacaggt agaaggaatg ggagcagctc tgatgtccat caagctccag
     1321 ttttgggctc cgatgaccag atctgggggg aacgaagcag gtggagacgg agggtctggc
     1381 caaataagct gcagcccagt gtttgcagtg gagagaccta ttgctctaag caagcaagct
     1441 gtaagaagaa tgctgtcaat gaatattgag gggcgtgatg cagatgtcaa aggaaatcta
     1501 ctcaagatga tgaatgactc aatggctaag aaaaccagtg gaaatgcttt cattgggaag
     1561 aaaatgttcc aaatatcaga caaaaacaaa accaatccca ttgaaattcc aattaagcag
     1621 accatcccca atttcttctt tgggagggac acagcagagg attatgatga cctcgattat
     1681 taa

