Saccharomyces cerevisiae S288C mitochondrial 37S ribosomal protein MRP2 (MRP2), partial mRNA
NCBI Reference Sequence: NM_001184263.1
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LOCUS       NM_001184263             348 bp    mRNA    linear   PLN 30-JUN-2025
DEFINITION  Saccharomyces cerevisiae S288C mitochondrial 37S ribosomal protein
            MRP2 (MRP2), partial mRNA.
ACCESSION   NM_001184263
VERSION     NM_001184263.1
DBLINK      BioProject: PRJNA128
KEYWORDS    RefSeq.
SOURCE      Saccharomyces cerevisiae S288C
  ORGANISM  Saccharomyces cerevisiae S288C
            Eukaryota; Fungi; Dikarya; Ascomycota; Saccharomycotina;
            Saccharomycetes; Saccharomycetales; Saccharomycetaceae;
            Saccharomyces.
REFERENCE   1  (bases 1 to 348)
  AUTHORS   Engel,S.R., Wong,E.D., Nash,R.S., Aleksander,S., Alexander,M.,
            Douglass,E., Karra,K., Miyasato,S.R., Simison,M., Skrzypek,M.S.,
            Weng,S. and Cherry,J.M.
  TITLE     New data and collaborations at the Saccharomyces Genome Database:
            updated reference genome, alleles, and the Alliance of Genome
            Resources
  JOURNAL   Genetics 220 (4) (2022)
   PUBMED   34897464
            ##Genome-Annotation-Data-START##
            Annotation Provider :: SGD
            Annotation Status   :: Full Annotation
            Annotation Version  :: R64-4-1
            URL                 :: http://www.yeastgenome.org/
            ##Genome-Annotation-Data-END##
            COMPLETENESS: incomplete on both ends.
[bookmark: feature_NM_001184263.1]FEATURES             Location/Qualifiers
     source          1..348
                     /organism="Saccharomyces cerevisiae S288C"
                     /mol_type="mRNA"
     gene            <1..>348
                     /gene="MRP2"
                     /locus_tag="YPR166C"
                     /gene_synonym="uS14m"
                     /db_xref="GeneID:856295"
     CDS             1..348
                     /gene="MRP2"
ORIGIN      
[bookmark: sequence_NM_001184263.1]        1 atgggtaatt tcagatttcc tataaaaacc aagctaccac cagggtttat caatgctcgc
       61 atacttaggg ataacttcaa aagacaacaa tttaaagaga atgaaatcct tgttaaatct
      121 ttgaaattca tcgctagaaa tatgaacctt ccaacaaaac tgaggttgga ggctcagtta
      181 aaactaaatg cattgccaaa ctacatgaga tctacgcaga tcaaaaatag gtgcgtggac
      241 tctggacatg caagatttgt tctaagtgat tttaggttgt gtaggtatca atttagagaa
      301 aacgctctga agggtaattt gccaggtgtt aagaagggta tttggtaa
//

