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LOCUS KF517115 753 bp DNA linear VRL 21-DEC-2013

DEFINITION Ostreid herpesvirus 1 isolate 002-ORF99 hypothetical protein gene,

complete cds.

ACCESSION KF517115

VERSION KF517115.1
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SOURCE Ostreid herpesvirus 1 (OsHV-1)

ORGANISM Ostreid herpesvirus 1
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source 1..753

/organism="Ostreid herpesvirus 1"

/mol_type="genomic DNA"

/isolate="002-ORF99"

/host="Crassostrea gigas"

/db_xref="taxon:261939"

/geo_loc_name="France"

/collection_date="May-2011"

CDS complement(1..753)

/note="similar to ORF99"

/codon_start=1

/product="hypothetical protein"

/protein_id="AHC31137.1"

/translation="MLSVPEMILYEDRVNSFGGWSKQLRPNKDTLAPAGFFYTGMGDK

VKCFACGLEVIDWDPTDNPWTEHGKFSGDCLYLKMTGAIVKSKDATTTNPLTSNPFTG

ANNQQAVIPLTAPPPLFQQPPPPTTTSAPAVDVAPAPPTFGFNTTSTSKTTNYAFPAR

ATAPPPITSVPKPMFGNGFVFNSSPNKQTALFGKPPGNGQDVCGNMPSTTNNSNKQQG

VFGINMTGGTNQQQPTSGMFGVKPAVAQPFKF"

ORIGIN

1 tcaaaacttg aatggttgag caactgctgg tttgacacca aacattccac tggtaggttg

61 ttgttggttg gtaccacccg tcatattgat tccaaaaaca ccttgctgtt tattgctgtt

121 gttagtggtg gatggcatgt taccacaaac atcttgtcca ttccctggtg gtttaccaaa

181 taatgccgtt tgtttatttg gcgatgaatt aaatacgaat ccatttccaa acataggttt

241 gggtacagat gtaatgggtg gtggtgctgt tgctctcgca gggaaggcgt aattcgtagt

301 cttgctagta ctggtggtgt taaacccaaa cgttggtggt gccggtgcca catcaactgc

361 tggtgctgat gttgttgttg gtggaggtgg ctgttgaaat aacggtggtg gagcagtcaa

421 tggtattact gcttgctgat tatttgcgcc tgtaaatggg ttactggtta atggattagt
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481 tgttgtcgca tctttggatt taacaattgc ccctgtcatc ttgaggtata gacaatcgcc

541 agaaaatttc ccatgttcag tccatgggtt gtcagtcgga tcccagtcga tgacttctaa

601 tccacaggcg aaacatttca ccttgtcgcc cattccagtg tagaagaatc cggcaggtgc

661 caatgtatct ttgtttggtc tcagttgttt agaccaacct ccaaagctgt tgactctatc

721 ttcatagagt atcatttctg gtacagaaag cat
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