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LOCUS       NC_024472               2406 bp    RNA     linear   VRL 13-AUG-2018
DEFINITION  Human astrovirus BF34, complete genome.
ACCESSION   NC_024472 REGION: 4037..6442
VERSION     NC_024472.1
DBLINK      BioProject: PRJNA485481
KEYWORDS    RefSeq.
SOURCE      Human astrovirus BF34 (HAstV-BF34)
  ORGANISM  Human astrovirus BF34
            Viruses; Riboviria; Orthornavirae; Pisuviricota; Stelpaviricetes;
            Stellavirales; Astroviridae; Mamastrovirus; Burkina Faso
            astrovirus.
REFERENCE   1  (bases 1 to 2406)
  AUTHORS   Phan,T.G., Nordgren,J., Ouermi,D., Simpore,J., Nitiema,L.W.,
            Deng,X. and Delwart,E.
  TITLE     New astrovirus in human feces from Burkina Faso
  JOURNAL   J. Clin. Virol. 60 (2), 161-164 (2014)
   PUBMED   24775733
REFERENCE   2  (bases 1 to 2406)
  CONSRTM   NCBI Genome Project
  TITLE     Direct Submission
  JOURNAL   Submitted (11-JUL-2014) National Center for Biotechnology
            Information, NIH, Bethesda, MD 20894, USA
REFERENCE   3  (bases 1 to 2406)
  AUTHORS   Delwart,E.
  TITLE     Direct Submission
  JOURNAL   Submitted (15-NOV-2013) Virology, Blood Systems Research Institute,
            270 Masonic Avenue, San Francisco, CA 94118, USA
[bookmark: comment_NC_024472.1]COMMENT     PROVISIONAL REFSEQ: This record has not yet been subject to final
            NCBI review. The reference sequence is identical to KF859964.
            COMPLETENESS: full length.
[bookmark: feature_NC_024472.1]FEATURES             Location/Qualifiers
     source          1..2406
                     /organism="Human astrovirus BF34"
                     /mol_type="genomic RNA"
                     /strain="BF34"
                     /isolation_source="feces"
                     /host="Homo sapiens"
                     /db_xref="taxon:1518575"
                     /geo_loc_name="Burkina Faso"
                     /collection_date="2010"
     gene            <1..197
                     /locus_tag="IJ19_gp1"
                     /db_xref="GeneID:19831523"
     CDS             <1..197
                     /locus_tag="IJ19_gp1"
                     /ribosomal_slippage
                     /codon_start=3
                     /product="ORF1ab"
                     /protein_id="YP_009047078.1"
                     /db_xref="GeneID:19831523"
                     /translation="MALSYKPRTKGFYDPYDKTLLFGNKTARRKGLQLDALSNNKLAD
                     IFEDGGPLCFGFGDLDQVQVVHGVVTPSRTIVKTVYVSGVQAENNYVTYCFKPGDNKW
                     VEVEPDIHKPTALVGVLCQEHKRLTDQNRELKDEISSLKLEASLLRHEVERHRPSSPV
                     MKPLKHSTLFLFAFLIGLLFTQSALGFRTGKCLDSDVSDTNRPQTCIMWAWDGGVEPD
                     ETVPIMDRLQAWAVGFKIRLVNYFSEENLFVSVLYNYAQLAISWSVVAFMIGIYYTIK
                     AEKPLYMLATLILATFSKVQMFAIAAIPNMEMTSTFSMWISMVMYYFNHIAAIASSML
                     VGLTCVVVCMFMADSEYIQVVKGHIIVILTMIITHLFHALQIPSWVTIVAIVAFRIVR
                     LLSVVVGEKMEIRSVEGKIIETRPIGHSWINKISRFAQSAFRQKVRVGVSSTARVIPN
                     GVVVVETKETQGTGFRIQNYVTTASHVTGNEEQVKLRWGDVTAYAKVVYRHPTKDLAF
                     IQLPQEFQNLPTYKFAKTVDDGTVVITSIEDCGVLAVAISEGVIVGDNITYAVQTRNG
                     MSGSPVTNVDGRILGLHQTNTGFTGGAVIVKVDDLPPQKKPQKEMELEAKIKELEERL
                     AGQQMAQSLNSDQIVELVRIAVGREINILRHEMSMLQAKGKTKGKRRGGYKKKRKVWT
                     EQEYKELLEKGFTKDQLREMAETLREAEYDDYSDDEEYEAGYPDWSEHEDDEDIEAEW
                     FKNRPKQKILDEVEKGWSGLDFWEQCKGAWADAEPKKEDPVNTLPVHLKDKYGIDCYV
                     ISEADVKALASDLKKYQEKVDALIQANTLRGQWLDGIDPKVVLAELEGLWGEINHLMW
                     VNGLIPFTQRRKIKRKPKLESGAQDGPREDQLRIDSWLDMVEPGERYLTPEEYPLIGV
                     APIDRPICDYDEPVDDLLNLLPAYDEDPPFGPTVWGPEAYSKSFEKFKYREPLTNIKA
                     NYPREWGFAMRVLRREYDFLNGSVMIDITSATKNSESTPAYPKSCWWKTEADYLGERG
                     YQDYIREYERIRAGARPKALWYLFLKKEILKTSKIEEGDIRQIICSDPIFARIGCVFE
                     EHQNQLMKGRTLTRMGQCGWSPFCGGFDRRVKRLVGKDNNLFVEFDWTRFDGTIPLEV
                     FKEIKKFRFSCLAKEYRTKNNWDIYTWYCTNIMHRYVMLPSGEITVQNRGNPSGQIST
                     TMDNNMCNVFFQAFEYAYMHPTKTHDDLCSDWEKVDSLIYGDDRLSTFPELPGDYIDK
                     VVKMYADIFGMWVKSDKVKVSNSIIGLSFCGFTITSDGGTYVPVPTEVDKLTAALIKP
                     TKKLQDITSLYGKLLCYRILSHNLPDDNKFKNYILVALEVLARHIRARGGEEPFFVTD
                     EMLDKLWRGGPKRGDGW"
     gene            1..2406
                     /locus_tag="IJ19_gp3"
                     /db_xref="GeneID:19831521"
     CDS             1..2406
                     /locus_tag="IJ19_gp3"
                     /codon_start=1
                     /product="ORF2"
                     /protein_id="YP_009047080.1"
                     /db_xref="GeneID:19831521"
                     /translation="MGNSFATAYLAITYQMTTNLRTIYWLLWRYWQDTSVPEGGKNPS
                     LSRMKCWISFGGEVQSVVMAGKQPQHVPVKAAAKAAAKEVVKEEKKILQQVVKPKTKW
                     QNNRKWQPKPRVKREIQKKLKKEGLEGPKTRFAVTVAATIGKIGPNKQNGPELQISTF
                     LHPSLMKEPNDGTNFGPLQAAAAQWGLWKLASLKITFTPLVGASAVTGSVYRVSLNLT
                     QSPGNTSWGGLGARKHLDIPTGRSVTWNLHKGDLAGPRQTWWLTDTNEEGGQSCGPMI
                     EVHGLGTTTSTYKDAAWAGDLFIVEVKGVWHFSNYNAKPALGALERKTESLQASMEVG
                     ADGVLTMSLPSSSQLARHMGERYERPGSNATGVGETIWQIVDEGAGLISNVAPPPFGW
                     LIKGGWWFVKRMLGRSNSGEEKYQVFASLADAQNNRPVMAETMTKKTHQTTLISTQIN
                     APNTGPGNTSGMVVSGGFPIPQSGVPEGAFVVSGPFEAIHICGHGTAAATTLVNGYIP
                     SNPWEFTLKKGATVWGAAQGGVVASADHLLCFSFDSENECTGWYDIHGIASTGITVDW
                     KTNATTVSEWADVLAWRSDDWNTLRMTYYLCRVKKNHTPTDYEDQQKIPLPTITSLAD
                     NKAVTAVHEIKMTQSIHTAGGNTMQVKYNTIRAGNILILWQLGSHTFNDATGQASVVQ
                     QSNFTAYQLNVEKRSTTGMWVRALTPIGPKQEWLTALFHSPARQYDLVDQLMDQIQER
                     FALVPRSSADTDSSEDEFEDISDPKTAKLALYEALKGINWPHDAAETVMDSLIKSRRG
                     HAE"
ORIGIN      
[bookmark: sequence_NC_024472.1]        1 atgggaaact cctttgctac cgcatactta gccataacct accagatgac aacaaattta
       61 agaactatat attggttgct ctggaggtat tggcaagaca catccgtgcc agaggggggg
      121 aagaaccctt ctttgtcacg gatgaaatgc tggataagct ttggagggga ggtccaaagc
      181 gtggtgatgg ctggtaaaca gccccagcat gttcctgtca aggctgctgc taaggcagcg
      241 gctaaggagg tggttaagga ggaaaagaag attcttcagc aggttgtcaa acctaagact
      301 aagtggcaga ataaccgcaa gtggcagcct aagcctcgcg ttaagcgcga gattcagaaa
      361 aaactcaaaa aggaaggact tgagggaccc aaaacaagat ttgcagtcac ggttgccgcc
      421 acaataggca aaattggacc taacaaacag aatggacctg agcttcaaat atctacattt
      481 ttgcatccaa gtttgatgaa agaaccaaat gatggtacta actttggacc attgcaggca
      541 gctgctgccc agtggggtct gtggaagctt gccagtttaa agataacttt cacacctctt
      601 gttggtgcat ctgcggtcac tggctctgtg tacagagtca gtcttaacct gacacaatcc
      661 cctggtaata ccagttgggg tggattaggt gcccgcaaac accttgacat accaacaggt
      721 agatcagtca cttggaattt gcataaagga gatctggcag gcccccgaca aacatggtgg
      781 ctaactgaca ctaatgaaga aggagggcag agctgcgggc ctatgataga ggttcatggg
      841 ctcggtacaa ccacatcaac ttacaaggat gctgcatggg caggtgacct cttcatcgtt
      901 gaagtcaagg gtgtgtggca cttttccaat tacaacgcaa aaccagcact tggtgctttg
      961 gagaggaaaa ctgaatccct acaagctagt atggaagttg gggcagatgg tgttctaact
     1021 atgtcattgc catcctcgag tcaactagcg aggcatatgg gggaacgtta tgaacgccct
     1081 ggcagcaatg ctactggggt tggtgagacc atttggcaaa ttgttgatga gggtgctggc
     1141 ttaatatcca atgttgctcc ccccccattt ggatggctta taaagggtgg atggtggttt
     1201 gttaagagga tgctcggccg atcaaactct ggtgaagaaa agtaccaggt gtttgcttca
     1261 cttgccgatg cacagaacaa cagacctgtt atggctgaaa ccatgactaa gaaaacacac
     1321 caaaccacgc tcatctccac gcaaatcaat gcccccaaca caggccctgg taacacctct
     1381 ggcatggttg tttcaggtgg ctttcctata ccacagagtg gtgtaccaga aggcgcattt
     1441 gtcgtctctg gaccttttga agccatacac atttgtggac atggcacagc agctgccact
     1501 accctggtta atggatatat tccatctaat ccttgggaat ttacacttaa gaaaggggca
     1561 actgtttggg gtgcagctca agggggcgtt gtggcatcag cagaccatct cctctgtttc
     1621 tcttttgatt cagaaaatga atgtactggc tggtatgaca tacacggtat tgcttccaca
     1681 ggcattaccg ttgactggaa aaccaatgcc actacagttt cagaatgggc tgatgttctt
     1741 gcatggaggt cagatgactg gaacaccctc agaatgacat actacttatg tagggtgaaa
     1801 aagaatcaca caccaacaga ctatgaagat cagcagaaaa tcccactgcc taccataacc
     1861 agccttgcag acaacaaggc tgtaacagct gtacatgaaa ttaaaatgac acagtccata
     1921 catacagctg gtggcaatac tatgcaggtg aagtataaca ccattagggc aggtaatata
     1981 cttatactgt ggcaacttgg atcacatact tttaatgatg ccactggaca agcttctgtt
     2041 gttcaacaga gcaattttac agcataccag ttgaatgtgg aaaagagatc aacaactggt
     2101 atgtgggtca gagctcttac cccaattggc ccaaaacaag agtggttaac tgcccttttt
     2161 cactcacctg ctagacagta tgatcttgtt gaccagctta tggatcagat ccaagaaagg
     2221 tttgcactag ttcctagatc tagtgctgac actgattcta gtgaagatga gtttgaagat
     2281 atatctgatc ctaaaactgc taagctggca ttgtatgagg cattgaaggg cataaattgg
     2341 ccccatgatg ctgcagagac tgttatggac agcctcatca agagtcgccg aggccacgcc
     2401 gagtag

