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     source          1..822
                     /organism="Escherichia coli O115"
                     /mol_type="genomic DNA"
                     /strain="GTC 14518"
                     /culture_collection="GTC:14518"
                     /db_xref="taxon:1450173"
     gene            1..822
                     /gene="rplB"
     CDS             1..822
                     /gene="rplB"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L02"
                     /protein_id="BAP27153.1"
                     /translation="MAVVKCKPTSPGRRHVVKVVNPELHKGKPFAPLLEKNSKSGGRN
                     NNGRITTRHIGGGHKQAYRIVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERR
                     YILAPKGLKAGDQIQSGVDAAIKPGNTLPMRNIPVGSTVHNVEMKPGKGGQLARSAGT
                     YVQIVARDGAYVTLRLRSGEMRKVEADCRATLGEVGNAEHMLRVLGKAGAARWRGVRP
                     TVRGTAMNPVDHPHGGGEGRNFGKHPVTPWGVQTKGKKTRSNKRTDKFIVRRRSK"
ORIGIN      
[bookmark: sequence_AB903208.1]        1 atggcagttg ttaaatgtaa accgacatct ccgggtcgtc gccacgtagt taaagtggtt
       61 aaccctgagc tgcacaaggg caaacctttt gctccgttgc tggaaaaaaa cagcaaatcc
      121 ggtggtcgta acaacaatgg ccgtatcacc actcgtcata tcggtggtgg ccacaagcag
      181 gcttaccgta ttgttgactt caaacgcaac aaagacggta tcccggcagt tgttgaacgt
      241 cttgagtacg atccgaaccg ttccgcgaac atcgcgctgg ttctgtacaa agacggtgaa
      301 cgccgttaca tcctggcccc taaaggcctg aaagctggcg accagattca gtctggcgtt
      361 gatgctgcaa tcaaaccagg taacaccctg ccgatgcgca acatcccggt tggttctact
      421 gttcataacg tagaaatgaa accaggtaaa ggcggtcagc tggcacgttc cgctggtact
      481 tacgttcaga tcgttgctcg tgatggtgct tatgtcaccc tgcgtctgcg ttctggtgaa
      541 atgcgtaaag tagaagcaga ctgccgtgca actctgggcg aagttggcaa tgctgagcat
      601 atgctgcgcg ttctgggtaa agcaggtgct gcacgctggc gtggtgttcg tccgaccgtt
      661 cgcggtaccg cgatgaaccc ggtagaccac ccacatggtg gtggtgaagg tcgtaacttt
      721 ggtaagcacc cggtaactcc gtggggcgtt cagaccaaag gtaagaagac ccgcagcaac
      781 aagcgtactg ataaattcat cgtacgtcgc cgtagcaaat aa

