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source 1..1065
/organism="Agrobacterium tumefaciens"
/mol type="genomic DNA"
/strain="C58C1Cm"
/db_xref="taxon:358"
gene 1..1065

/gene="ChvE"


https://www.ncbi.nlm.nih.gov/nuccore/D17457.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/D17457.1?report=graph
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https://www.ncbi.nlm.nih.gov/nuccore/D17457
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https://www.ncbi.nlm.nih.gov/pubmed/8253785
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=358
https://www.ncbi.nlm.nih.gov/nuccore/D17457.1?from=404&to=1468

CDs 1..1065

/gene="ChvE"

/function="vir induction enhancement; required for
sugar-stimulated expression of vir genes"
/note="galactose/glucose-binding protein homologue;
periplasmic receptor protein; ribose-binding protein
homologue™"

/codon_start=1

/transl table=11

/product="putative periplasmic sugar-binding protein"
/protein id="BAA04267.1"
/translation="MKSIISLMAACAIGAASFAAPAFAQDKGSVGIAMPTKSSARWID
DGNNIVKQLOQEAGYKTDLQYADDDIPNQLSQIENMVTKGVKVLVIASIDGTTLSDVLK
QAGEQGIKVIAYDRLIRNSGDVSYYATEFDNFQVGVLOQATSITDKLGLKDGKGPENIEL
FGGSPDDNNAFFFYDGAMSVLKPYIDSGKLVVKSGQOMGMDKVGTLRWDPATAQARMDN
LLSAYYTDAKVDAVLSPYDGLSIGIISSLKGVGYGTKDQPLPVVSGQDAEVPSVKSII

AGEQYSTIFKDTRELAKVTVNMVNAVMEGKEPEVNDTKTYENGVKVVPSYLLKPVAVT

KENYKQVLVDGGYYKEDQLK"
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/gene="ChvE"

/note="conflict"
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