Triticum aestivum clone ITS S1 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
GenBank: DQ981410.1
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LOCUS       DQ981410                 602 bp    DNA     linear   PLN 03-JUL-2007
DEFINITION  Triticum aestivum clone ITS S1 internal transcribed spacer 1,
            partial sequence; 5.8S ribosomal RNA gene, complete sequence; and
            internal transcribed spacer 2, partial sequence.
ACCESSION   DQ981410
VERSION     DQ981410.1
KEYWORDS    .
SOURCE      Triticum aestivum (bread wheat)
  ORGANISM  Triticum aestivum
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; BOP
            clade; Pooideae; Triticodae; Triticeae; Triticinae; Triticum.
REFERENCE   1  (bases 1 to 602)
  AUTHORS   Nalini,E., Bhagwat,S.G. and Jawali,N.
  TITLE     Identification and characterization of some ITS variants from
            hexaploid wheat (Triticum aestivum L.)
  JOURNAL   Plant Sci. 173 (2), 262-268 (2007)
REFERENCE   2  (bases 1 to 602)
  AUTHORS   Nalini,E., Bhagwat,S.G. and Jawali,N.
  TITLE     Intra-individual; inter-individual variants of internal transcribed
            spacer region among Triticum aestivum accessions
  JOURNAL   Unpublished
REFERENCE   3  (bases 1 to 602)
  AUTHORS   Nalini,E., Bhagwat,S.G. and Jawali,N.
  TITLE     Direct Submission
  JOURNAL   Submitted (31-AUG-2006) Molecular Biology Division, Bhabha Atomic
            Research Centre, Trombay, Mumbai, Maharashtra 400085, India
[bookmark: comment_DQ981410.1][bookmark: feature_DQ981410.1]FEATURES             Location/Qualifiers
     source          1..602
                     /organism="Triticum aestivum"
                     /mol_type="genomic DNA"
                     /cultivar="Sonalika"
                     /db_xref="taxon:4565"
                     /clone="ITS S1"
     misc_RNA        <1..222
                     /product="internal transcribed spacer 1"
     rRNA            223..385
                     /product="5.8S ribosomal RNA"
     misc_RNA        386..>602
                     /product="internal transcribed spacer 2"
ORIGIN      
[bookmark: sequence_DQ981410.1]        1 tcgtgaccct gaccaaaaca aactgcgcac gcttcatcca atccgtcggc gacggcaccg
       61 tccgtcgttc ggccaatgcc tcgaccacct cccttcctag gagcgggtgg gggctcgggg
      121 taaaaaaacc cacggcgccg aaggcgtcaa ggaacactgt gcctaacccg ggggcatgtc
      181 tagcttgcta gccgtccctc gtgttgcaaa gctatttaat ccacacgact ctcggcaacg
      241 gatatctcgg ctctcgcatc gatgaagaac gtagcgaaat gcgatacctg gtgtgaattg
      301 cagaatcccg cgaaccatcg agtctttgaa cgcaagttgc gcccgaggcc actcggccga
      361 gggcacgcct gcctgggcgt cacgccaaaa cacgctccca accaccctca acgggattcg
      421 ggatgcggca tctggtccct cgtctctcaa gggacggtgg accgaagatt gggctgccgg
      481 cgtaccgcgc cggacacagc gcatggtggg cgtcctcgct ttatcaatgc agtgcatccg
      541 gcgcgcagct ggcattatgg cctttgaacg acccaacaaa cgaagcgcac gtcgcttcga
      601 cc
//
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